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Supplementary Figure S1 (continued) 

 

 

  



Supplementary Figure S1 (continued) 

 

 

 

  



Supplementary Figure S1 (continued) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure S1. Sequences of the shared helix construct with adaptations 
highlighted thsat were introduced to ensure folding and stability. Orange, sequence 



differences in selected DARPin vs. off7; red, sequence adaptations in DB fusion constructs 
blue, mutations in beta-Lactamase mut23, cys->ala; green labels, experimental structures, 
only residues visible are plotted. 
  



 

 
 

Supplementary Figure S2. Qualitative binding of DB fusion constructs to MBP measured in 

ELISA experiment. Eight purified DB constructs, plus MBP-binding DARPin off7 as a 

positive control, were analyzed for binding to MBP. Two out of eight constructs were from 

the third design version (DB04_v3_off7 and DB15_v3_off7) and the other six were from the 

forth design version. White bars, with MBP; gray bars, without MBP. The signals 

correspond to the average of triplicate measurements performed in parallel, and the error bars 

represent SDs. 
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