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Abstract

Macrophages are a diverse group of phagocytic cells acting in host protection against

stress, injury, and pathogens. Here, we show that the scavenger receptor SR-A6 is an

entry receptor for human adenoviruses in murine alveolar macrophage-like MPI cells,

and important for production of type I interferon. Scavenger receptors contribute to the

clearance of endogenous proteins, lipoproteins and pathogens. Knockout of SR-A6 in

MPI cells, anti-SR-A6 antibody or the soluble extracellular SR-A6 domain reduced adeno-

virus type-C5 (HAdV-C5) binding and transduction. Expression of murine SR-A6, and to a

lower extent human SR-A6 boosted virion binding to human cells and transduction. Virion

clustering by soluble SR-A6 and proximity localization with SR-A6 on MPI cells suggested

direct adenovirus interaction with SR-A6. Deletion of the negatively charged hypervari-

able region 1 (HVR1) of hexon reduced HAdV-C5 binding and transduction, implying that

the viral ligand for SR-A6 is hexon. SR-A6 facilitated macrophage entry of HAdV-B35 and

HAdV-D26, two important vectors for transduction of hematopoietic cells and human vac-

cination. The study highlights the importance of scavenger receptors in innate immunity

against human viruses.
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Author summary

Macrophages are a diverse group of phagocytic cells acting in host protection against

stress, injury, and pathogens. They phenotypically and functionally adapt to their

local environment, for example, peritoneal macrophages are distinct from brain-resi-

dent microglia, from liver-resident Kupffer cells or lung macrophages in the lung.

Airway macrophages are among the first cells to encounter human respiratory viruses,

such as adenoviruses. They release pro-inflammatory cytokines, kill pathogens, pres-

ent antigens, and restore tissues. Yet, interactions of viruses with lung macrophages

are poorly understood, and it is unclear, how they lead to infection or virus clearance.

Here we identified the murine scavenger receptor SR-A6 as a receptor for a subset of

human adenoviruses on alveolar macrophage-like cells, so-called MPI cells. Scavenger

receptors comprise a large family of trans-membrane proteins, and contribute to the

clearance of endogenous proteins, lipoproteins and pathogens. In a series of robust

experimentation, we show that adenoviruses use SR-A6 as an entry receptor for infec-

tion of MPI cells, and production of type I interferon. MPI cells are non-transformed,

self-renewing macrophages derived from fetal murine liver, and closely resemble

adult alveolar macrophages. The results demonstrate that SR-A6 binds virions on the

surface of alveolar macrophage-like cells, and leads to infection.

Introduction

Macrophages are a diverse population of innate immune cells. They function as a first-line

defense against pathogens, including viruses. Most tissues contain macrophages, and these mac-

rophages differ by origin, repertoire of surface receptors and transcriptional regulation of many

genes [1]. Macrophages are seeded into their tissue-resident environment during embryogene-

sis or differentiate from monocytes and develop plasticity and function in response to signals

from their microenvironment [reviewed in 2, 3, 4]. Macrophages contain a broad array of sur-

face receptors for recognition and engulfment of pathogens, including fungi, bacteria and

viruses [5–8]. Different studies have shown that murine cytomegalovirus (MCMV), vaccinia

virus (VacV) or human adenovirus (HAdV) infections induce the production of type I inter-

feron (IFN) [9, 10]. A key element of how macrophages function and elicit inflammatory signal-

ing is that they bind to pathogens by their cell surface receptors.

An important and widely expressed class of macrophage surface receptors are scavenger

receptors (SRs). SRs constitute a large family of structurally diverse cell surface receptors, and

span the membrane once or twice. SRs interact with and mediate uptake of a wide range of

ligands, such as modified and non-modified self-molecules, non-opsonized particles and

microbial ligands [11, 12]. On macrophages, SRs recognize a broad range of ligands, and are

important for the clearance of foreign particulate material [12–14]. For example, human and

murine SR-A6 have been implicated in infection of epithelial cells with herpes simplex virus

type 1 (HSV-1), and SR-A1 and SR-F1/2 (SREC-1) are surface receptor candidates for

HAdV-C5 on Kupffer cells and liver sinusoidal endothelial cells [15–18].

A virus receptor on the cell surface is a gatekeeper of viral invasion into the host, triggering

virus production or destruction. The receptor makes direct contact with the virus particle, the

virion. The outer structure of a virion consists of repetitively arranged proteins, and in case of

enveloped viruses also lipids and sugars. This enables the engagement of multiple receptor mol-

ecules to a virion, the recruitment of host signaling molecules, and leads to the formation of an

endocytic pit, and virion uptake into an endosome [19–22]. Receptor binding to virions also
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initiates structural changes in the particle which, together with additional cues from the cell,

enable the virus to penetrate into the cytosol [22–24]. For example, the coxsackie adenovirus

receptor (CAR) mediates initial attachment of species A and C HAdVs to non-immune cells

[25–27], distinct from the membrane cofactor protein CD46, or desmoglein-2, which are the

main receptors for species D and B viruses, respectively [28–30]. CAR engages retrograde acto-

myosin mediated transport and exerts mechanical stress on HAdV-C5 against the holding force

of the secondary integrin receptors, which leads to the exposure of the membrane lytic protein

of the virion [31, 32]. CAR, CD46 and DSG-2 interactions with HAdV are mediated by the

globular head domain (knob) of the fiber which protrudes from the vertex of the icosahedral

virion [33]. Yet, CAR and DSG-2 are not expressed on macrophages, and although CD46 is a

ubiquitously expressed protein in humans, its expression in mouse is restricted to testis [34].

HAdVs are non-enveloped, double stranded DNA viruses. They replicate in the host cell

nucleus. Their outer surface is composed of three main proteins, hexon, penton base and fiber.

Penton base and fiber localize to the capsid vertices, whereas the structural framework of the

capsid is formed by hexons [35, 36]. HAdVs are classified into seven species A to G with more

than 50 serotypes, and nearly 70 bioinformatically defined types [37]. HAdV infections in

immuno-competent hosts manifest with mild respiratory (HAdV-B, -C, -E), ocular (HAdV-B,

-D, -F) or gastrointestinal infections (HAdV-F). The widespread application of HAdV-based

vectors in gene therapy, cancer gene therapy and vaccination enhances the medical impor-

tance of these viruses [38–40].

HAdV-C5 based toxicity is strongly linked to innate immune responses against the virions

[10, 41–43]. Macrophages are central actors in these responses. For example, intravenous

administration of HAdV-C5-derived vectors into mice leads to rapid capture of the vector par-

ticles by the liver resident macrophages, the Kupffer cells, as well as by the spleen marginal

zone macrophages and myeloid dendritic cells, and these cells contribute to the vector-induced

early production of proinflammatory cytokines, such as type I IFNs, interleukin-1α (IL-1α),

interleukin-6 (IL-6) and tumor necrosis factor (TNF) [10, 44–46]. Furthermore, lung macro-

phages capture HAdV-C5-derived vectors administered via the respiratory tract and respond

with a rapid induction of TNF and IL-6 [47, 48]. Finally, mouse alveolar macrophage-like MPI

cells produce robust levels of cytokines upon inoculation with early gene expression defective

HAdV-C5_dE1_GFP [49]. These acute phase macrophage responses are directly triggered by

the incoming virions, and critically require interaction of the incoming viral genome with the

cytoplasmic DNA sensor cyclic GMP-AMP synthase (cGAS) and/or the endosomal DNA sen-

sor Toll-like receptor 9 (TLR9) [44, 50–53]. However, virus-host interactions that mediate

attachment and uptake of adenoviruses into macrophages are incompletely understood.

In the present study, we made use of the recently developed mouse alveolar macrophage-like

MPI (MPI-2) cells derived from C57BL/6 (BL6) mice [49] and identified the scavenger receptor

SR-A6 (MARCO; macrophage receptor with collagenous structure) as a receptor for HAdV-C5.

We show that knockdown or knockout of the SR-A6 gene, anti-SR-A6 antibody or soluble

extracellular domain of SR-A6 inhibited binding of HAdV-C5 to MPI-2 cells and virus-medi-

ated gene transduction. EM studies indicated that the soluble SR-A6 caused clustering of

HAdV-C5 particles, implying that SR-A6 directly interacts with the virion. In support of direct

SR-A6 interaction with HAdV-C5, proximity ligation assays of HAdV-C5 on SR-A6 positive

cells demonstrated that cell surface-bound virions were in close proximity to SR-A6. Genetic

swapping of the negatively charged hypervariable region 1 (HVR1) of HAdV-C5 hexon with

the short HVR1 of HAdV-A31 reduced virus binding and virus-mediated gene transduction of

MPI-2 cells. HAdV-C5 binding to SR-A6 initiated an entry pathway leading to efficient nuclear

targeting of the incoming virus, and gene transduction. SR-A6 not only supported HAdV-C5

entry and transduction, but also enabled HAdV-C2, HAdV-B35 and HAdV-D26 entry into

Scavenger receptor SR-A6 is an adenovirus entry receptor
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macrophages. Although the human orthologue of SR-A6 enhanced virion binding to and trans-

duction of receptor-negative cells, it was a weaker receptor for HAdV-C5 than mSR-A6.

Results

SR-A6 is required for HAdV-C5 infection of murine alveolar macrophage-

like MPI-2 cells

Limited supply of primary tissue macrophages and the sparseness of tissue culture models for

macrophages has hampered characterization of host molecules that facilitate uptake of HAdVs

into tissue macrophages. MPI (Max Planck Institute)-2 cells are non-transformed, self-renew-

ing alveolar macrophage-like cells derived from mouse fetal liver [49], the organ that seeds the

precursor cells that later develop into lung macrophages [54]. Alveolar macrophages are opera-

tionally defined here as those macrophages that are recovered from lung lavages. In contrast to

bone marrow-derived macrophages (BMM), robust pro-inflammatory responses to HAdV-C

are elicited in MPI-2 cells [49]. Likewise, human BMMs are not productively infected with

HAdV species C although they respond to virions by an inflammatory response [55]. This sug-

gests that MPI-2 cells are more susceptible to HAdV-C infection than BMMs. Comparison of

BMM and MPI-2 transcriptomes indicated that the scavenger receptor SR-A6 (MARCO)

mRNAs were significantly more abundant in MPI-2 cells than in BMMs, whereas other scav-

enger receptors displayed similar transcript levels in both cell types [49, 53].

This prompted us to investigate whether SR-A6 could act as a receptor for HAdV-C5 in

MPI-2 cells. As shown in Fig 1A, shRNA-mediated knockdown of SR-A6 in MPI-2 cells signifi-

cantly reduced GFP transgene expression from the non-replicating HAdV-C5_dE1_GFP vector,

whereas no reduction in infection efficiency was observed upon knockdown of other scavenger

receptors expressed in MPI-2 cells, i.e. SR-A1 (Msr1), SR-B1 (SCAR-B1) or SR-B2 (CD36). Effi-

cient knockdown levels were confirmed by qRT-PCR (Fig 1B). Of note, SR-A6 shRNA reduced

SR-A1 and SR-B2 transcripts, but since both SR-A1 or SR-B2 shRNAs actually boosted

HAdV-C5_dE1_GFP infection despite efficient knockdown of the respective transcripts, SR-A1

and SR-B2 are unlikely to be connected to the SR-A6 shRNA infection phenotype. To exclude

seed-mediated off-target effects for the SR-A6 shRNA phenotype, we employed the so-called

C911 control [56]. In this control, the shRNA bases 9 to 11 are replaced with complementary

bases. As a result, on-target effects cannot be observed anymore, but off-target effects owing to

sequences akin to microRNA seed sequences persist. In virus transduction assays, MPI-2 cells

expressing the SR-A6_C911 shRNA behaved like the parental cells and displayed high GFP

expression upon HAdV-C5_dE1_GFP infection (Fig 1C), thus confirming the on-target effect of

the SR-A6 shRNA. Preincubation of MPI-2 cells with a blocking antibody against mouse SR-A6

(ED31) significantly reduced HAdV-C5_dE1_GFP-mediated transgene expression in a dose-

dependent manner, whereas equivalent amounts of an isotype-matched negative control anti-

body had essentially no effect (Fig 1D). In contrast, in A549 cells, which are epithelial lung carci-

noma cells and express CAR, in contrast to MPI-2 cells which are devoid of CAR expression

[49], preincubation of A549 cells with the ED31 antibody did not reduce HAdV-C5_dE1_GFP

infection (Fig 1D). Furthermore, preincubation of virus with soluble form of mouse SR-A6

blocked infection in a dose-dependent manner, whereas soluble SR-A6 had essentially no effect

on virus-mediated GFP expression in A549 cells (Fig 1E). Taken together, these results suggest

that SR-A6 is required for efficient HAdV-C5 infection of the MPI-2 cells.

To strengthen this notion, we used two SR-A6-/- MPI cell lines (named M3 and M2-4) from

fetal liver of SR-A6 knock-out mice. These cells did not express SR-A6 at their surface (S1A

Fig.) and SR-A6 mRNAs were not detectable in these cells, whereas transcripts for SR-B1 were

slightly reduced or, in the case of SR-A1 and SR-B2, actually increased (S1B Fig.). Data in Fig

Scavenger receptor SR-A6 is an adenovirus entry receptor
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1F demonstrate that the HAdV-C5_dE1_GFP transduction of M3 and M2-4 cells is signifi-

cantly less efficient than the transduction of wild type MPI-2 cells, in agreement with [53].

MPI-2 cells have been previously described to respond to HAdV-C5 infection by secreting

IL-6 and IL-1 [49]. We monitored interferon (IFN) α/β response from wild type and SR-A6-de-

ficient MPI cells upon HAdV-C5 infection by titrating media from virus-infected cells in

MEF-Mx2-luc-BKO reporter cell line. This cell line expresses firefly luciferase under the control

of IFNα/β-inducible Mx2 promoter. As shown in Fig 1G, IFNα/β was released from infected

MPI-2 cells, but not from M3 and M2-4 SR-A6 knockout cells. Similarly, HAdV-C5 did not

evoke IFNα/β secretion from MPI-2 cells expressing SR-A6 shRNAs, but the virus did induce

efficient IFNα/β response from cells expressing the control non-targeting SR-A6_C911 shRNA

(S1C Fig.). Interestingly, although shRNAs against SR-A1 and SR-B1 did not affect HAdV-C5

gene transduction, these shRNAs reduced the IFNα/β response elicited by HAdV-C5, whereas

knockdown of SR-B2 had essentially no effect (Fig 1G).

Mouse SR-A6 facilitates binding of HAdV-C5 to cells

We next compared binding of Alexa-Fluor488-tagged HAdV-C5 to SR-A6+/+ MPI-2 cells and

the SR-A6-/- M3 and M2-4 cells. Equivalent amounts of the fluorophore-tagged virions were

added to the SR-A6+/+ and SR-A6-/- cell populations at 4˚C for 1h and after removal of

unbound virus, cells were switched to 37˚C for 5 min before fixation. The samples were

imaged by confocal microscopy, and maximum projections of confocal stacks were used to

score virus particles associated with cells. Whereas the SR-A6-positive MPI-2 cells contained

many HAdV-C5 particles, only occasional virions were associated with M3 and M2-4 SR-A6

knock-out cells (Fig 2A).

The virion binding assay was repeated in MPI-2 cells expressing shRNAs against various

scavenger receptors. Only shRNA directed against SR-A6 significantly reduced HAdV-C5

binding, whereas cells expressing shRNAs against SR-A1, SR-B1, SR-B2, or the nontargeting

shRNA SR-A6_C911 bound virus essentially as efficiently as parental MPI-2 cells (S2A and

S2B Fig). Soluble SR-A6 was found to be partially trimeric, as reported previously [57]. Soluble

SR-A6 either suppressed virion binding to cells or induced virions to bind to cells in a clus-

tered form (Fig 2B). These effects were strongly dose-dependent. Virion clustering was also

observed when purified soluble SR-A6 and HAdV-C5 were mixed and analyzed by EM (Fig

2C). In the absence of soluble SR-A6, virus particles were monodispersed, but in the presence

of SR-A6 large clumps of particles were frequently observed. These clumps most likely formed

through crosslinking of virus particles by the trimeric fraction of SR-A6. In contrast to

HAdV-C5, HAdV-B3 bound to MPI-2 cells inefficiently (S2C Fig.), and remained

Fig 1. SR-A6 is required for HAdV-C5 infection of murine alveolar macrophage-like MPI-2 cells. A) Transduction assay with HAdV-C5_dE1_GFP in

MPI-2 cells expressing shRNAs against the scavenger receptors SR-A1, SR-A6, SR-B1 and SR-B2. Three different input amounts of HAdV-C5_dE1_GFP

(~9765–39000 virus particles per cell) were used for the transduction. Transduction efficiency was scored at 20 h pi by measuring GFP signal intensity over

nucleus, and is expressed as infection index (number of GFP positive nuclei/total number of nuclei). The values represent mean values from three technical

replicates ± standard deviations. B) qRT-PCR control of knockdown efficiencies in shRNA-expressing cells. Transcripts analyzed are indicated on the upper

part of the panel, and the annotation on x-axis indicates shRNA-expressing cell lysates used for analyses. The transcript levels are normalized to the wild type

MPI-2 cells by three or two house-keeping genes. C) Transduction assay with HAdV-C5_dE1_GFP on MPI-2 cells expressing shRNA against SR-A6 or a

control, non-targeting SR-A6_C911 shRNA. D) Transduction assay with HAdV-C5_dE1_GFP on MPI-2 and A549 cells after pre-incubation of cells with

three different concentrations of anti-SR-A6 antibody ED31 or an isotype-matched control antibody. E) Transduction assay with HAdV-C5_dE1_GFP on

MPI-2 and A549 cells after pre-incubation of virus with three different amounts of soluble mouse SR-A6. Input virus ~16700 virus particles per cell with the

soluble SR-A6. F) Transduction assay with HAdV-C5_dE1_GFP on wild type MPI-2 and two independent SR-A6-/- MPI-cell lines. G) Secretion of IFN α/β
from wild type, SR-A6 knock-out or scavenger receptor shRNA-expressing MPI-2 cells upon HAdV-C5 infection. Culture medium was collected from

virus-infected cells 24h pi and titrated on a reporter cell line expressing the Firefly luciferase gene under the control of an IFN-inducible Mx2 promoter.

https://doi.org/10.1371/journal.ppat.1006914.g001
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Fig 2. SR-A6 facilitates virus binding to MPI-2 cells. A) Binding of Alexa-Fluor488-labeled HAdV-C5 to parental MPI-2 cells or the mSR-A6-/- M3 and

M2-4 cell lines. Virus was added to cells at +4˚C for 60 min (moi ~ 2540 virus particles per cell) and cells were shifted to 37˚C for 5min before analysis. The

plot shows number of bound virus particles per cell, one dot representing one cell. Error bars represent the means ± SEMs. The difference between

SR-A6-positive and SR-A6 knockout cells was statistically significant (P<0.0001, Kolmogorov-Smirnov test). The right-hand panel shows representative

images from the three cell lines analyzed. Images are maximum projections of confocal stacks. Virus particles are shown in green and nuclei (DAPI) in

blue. Scale bar = 10 μm. B) Effect of preincubation of HAdV-C5 with three different amounts of soluble extracellular domain of mouse SR-A6. Input virus

~44600 virus particles per cell with the soluble SR-A6. The soluble form of SR-A6 in a concentration-dependent manner either suppressed virus binding to

cells or caused virus to bind to cells in clustered forms. Scale bar = 10 μm. C) Representative negative stain EM images of HAdV-C5 incubated in the

presence or absence of soluble, partially trimeric SR-A6. Scale bar = 0.5 μm. D) Proximity ligation assay indicates co-localization of virus and SR-A6 at the

cell surface. Alexa-Fluor488-conjugated HAdV-C5 was added to cells at 4˚C for 60 min (moi ~1370 virus particles per cell), and proximity ligation assay

was performed with anti-Alexa-Fluor488 antibodies and anti-SR-A6 ED31 antibody. Images shown represent maximum projections of confocal stacks.

PLA indicates signal from the proximity ligation assay, virus panel shows the Alexa-Fluor488-labeled virus particles and the overlay panel demonstrates the

overlap of PLA and virus signals. Nuclei (DAPI stain) are in blue. Scale bar = 10 μm. E) Exogenous expression of murine SR-A6 in L-929 cells (low level of

CAR expression) promotes binding of HAdV-C5 to the cells. SR-A6 was expressed in the cells from a bi-cistronic mRNA which also directed the synthesis

of Tomato from an internal translation initiation site. Alexa-Fluor488- labeled HAdV-C5 particles were bound to transfected L-929 cells at 4˚C. Fixed

samples were imaged by confocal microscopy. Virus particles associated with Tomato-positive and–negative cells were scored from maximum projections
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monodispersed after incubation with the soluble SR-A6 (S2D Fig.). Taken together, these

results suggest that SR-A6 is an attachment receptor for HAdV-C5 in MPI-2 cells.

As a further validation, we tested virus colocalization with SR-A6 at the MPI-2 cell sur-

face by proximity ligation assay (PLA) using Alexa-Fluor488-labeled HAdV-C5, rabbit

anti-Alexa-Fluor488 antibody and the rat anti-SR-A6 ED31 antibody. PLA generates a

fluorescent signal if the two antigens are located within a 40 nm distance of each other.

When HAdV-C5 was bound to MPI-2 cells at 4˚C, a strong signal was obtained in the

PLA assay, whereas cells without virions gave no signal (Fig 2D). Furthermore, when

mouse L929 cells, which are low in CAR expression, were transfected with a plasmid that

directed the synthesis of a bi-cistronic mRNA for mouse SR-A6 and, via an internal ribo-

some entry site, for the red fluorescent protein Tomato, the Tomato-positive cells bound

Alexa-Fluor488-tagged HAdV-C5 particles more efficiently than Tomato-negative (and

thus SR-A6 negative) cells with the mean cell-associated virus number being seven-fold

higher in Tomato-positive than Tomato-negative cells (Fig 2E). In addition, the mean

nuclear GFP signal was about four-fold higher in Tomato-positive cells than in Tomato-

negative cells after HAdV-C5_dE1_GFP transduction, whereas the Tomato-positive and

-negative cells had similar mean nuclear GFP intensities in the control empty vector

transfection, and these intensities were significantly lower than the GFP signals in the

Tomato-positive cells in the SR-A6 transfection (Fig 2F).

Hexon is the viral ligand for SR-A6

To probe which virion-associated protein interacts with SR-A6, we first assayed whether bind-

ing of HAdV-C5 to the MPI-2 cells was mediated by the globular head domains (the knobs) of

the vertex-associated fiber proteins, i.e. the same structures that mediate binding of the virion

to the CAR receptor on non-immune cells. To this end, we incubated control untreated cells

or cells preincubated with purified recombinant HAdV-C5 fiber knobs with Atto565-labeled

HAdV-C5 at 4˚C for 60 min, imaged fixed cells by confocal microscopy and used maximum

projections of confocal stacks to determine the number of cell-associated virus particles.

Whereas the fiber knobs efficiently suppressed virus binding to the CAR-positive A549 cells,

no reduction of binding was evident in MPI-2 cells (Fig 3A). Instead, 5 μg/ml and 1 μg/ml FKs

produced statistically significant increase of binding to MPI-2 cells (P = 0.002 and P = 0.032,

respectively; Kolmogorov-Smirnov test). Of note, tagging of virus particles with different

fluorophores somewhat affected HAdV-C5 binding to MPI-2 cells: whereas Alexa-Fluor488,

which has an overall negative charge, increased binding in comparison to unlabeled viruses

(e.g. Fig 2A and Fig 3B), Atto565 (no net charge) decreased binding (e.g. Fig 3A and 3B).

Ligand binding to SR-A6 and other SRs has been shown to be inhibited by polyanionic

inhibitors such as poly G [58], thus suggesting that negatively charged residues on ligands are

involved in the binding. Previously, the flexible HVR-containing loops on hexon have been

implicated in binding of HAdV-C5 to the scavenger receptor SR-A1 [17]. The HVR1 of

HAdV-C5 hexon is especially rich in negatively charged residues, as compared to HAdV-A31,

for example (Fig 3B). Interestingly, binding of HAdV-A31 to MPI-2 cells was inefficient,

of confocal stacks. The plot shows number of virus particles per cell, one dot representing one cell. Horizontal bars represent mean values. Number of cells

analyzed is indicated. The difference between Tomato-positive and -negative cells was statistically significant (P<0.0001, Kolmogorov-Smirnov test). F)

Exogenous expression of murine SR-A6 in L-929 cells promotes HAdV-C5-mediated gene transduction. Transfected L-929 cells were infected with two

different amounts of HAdV-C5_dE1_GFP, and nuclear GFP signals were scored at 24h post infection by microscopy. The plot shows mean nuclear GFP

intensities for Tomato-positive and–negative cells as Tukey box plots. More than 700 cells were analyzed for each sample.

https://doi.org/10.1371/journal.ppat.1006914.g002
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Fig 3. HVR1 on hexon controls binding of HAdV-C5 to MPI-2 cells. A) Pre-incubation of cells with soluble

HAdV-C5 fiber knobs (FK) does not inhibit binding of HAdV-C5 to MPI-2 cells, whereas binding of the virus to the

CAR-positive A549 cells is suppressed in a dose-dependent manner. Cells were first pre-incubated with the indicated

amounts of FKs and Atto565-labeled HAdV-C5 was then added to the cells at 4˚C for 60 min (moi ~ 20000 and 38000

virus particles/cell for MPI-2 and A549, respectively). After removal of unbound viruses and fixation, cells were

imaged by confocal microscopy and cell-associated virus particles were scored from maximum projections of confocal

stacks. The plot shows number of bound virus particles per cell, one dot representing one cell. Error bars represent the

means ± SEMs. Number of cells analyzed is indicated. The difference between MPI-2 FK 0 and 5 μg/ml or 1 μg/ml

samples was statistically significant (P = 0.002 and P = 0.032, respectively, Kolmogorov-Smirnov test). B) HAdV-A31
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whereas the SR-A6 negative M2-4 cells bound the virus more efficiently than MPI-2 cells (Fig

3B).

We tested the possible involvement of HVR1 in SR-A6 binding by engineering a

recombinant HAdV-C5 in which the HVR1 was replaced by the HVR1 of HAdV-A31.

This drastically shortened the HVR1 and removed the negatively charged residues (Fig

3B). The swap was done in HAdV-C5_HVR7� backbone that contained point mutations

in HVR7, which ablate binding of virus to the coagulation factor X. The swap resulted in

HAdV-C5_HVR1(A31)/HVR7�. As shown in Fig 3B and 3C, the point mutations in

HVR7 did not affect binding of HAdV-C5 to MPI-2 cells, but the HVR1 swap significantly

reduced virion binding, even when the HVR1-swapped virions were applied at higher

concentration than wild type virions. In contrast, the HVR1 swapped virus bound to A549

cells as efficiently as wild type or the HVR7� control virus (Fig 3C). The concentrations of

HAdV-C5_WT, HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� were determined

by absorbance measurements at 260 nm and verified by SDS-PAGE and silver staining

(S3A Fig.). Representative images of fluorescent virions including HAdV-A31 particles on

MPI-2, M2-4 (SR-A6 KO) and A549 cells are shown (S3B and S3C Fig.).

Similar to wild-type virus, efficient binding of HAdV-C5_HVR7� to MPI cells correlated

with SR-A6 expression (Fig 3B). However, the difference in binding of HAdV-A31 or

HAdV-C5_HVR1(A31)/HVR7� to the two cell types (MPI-2 and M2-4) was not as drastic as

the reduction of binding of HAdV-C5_HVR1(A31)/HVR7� compared to HAdV-C5_HVR7�

on MPI-2 cells. Note however that the HVR1-swapped virus still bound slightly more effi-

ciently to MPI-2 cells than to the SR-A6 knock-out M2-4 cells (Fig 3B). The luciferase reporter

gene in HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� was used to probe the virus-

mediated gene transduction. In agreement with the binding studies, the HVR1 swap reduced

transduction by about two-fold in comparison to the HVR7� control, whereas the two viruses

had similar transduction efficiencies in A549 cells (Fig 3D). Taken together, these results indi-

cate that HVR1 of HAdV-C5 hexon contributes to interaction of the virus with SR-A6.

Mouse SR-A6 promotes efficient HAdV-C5 entry into cells

To map the SR-A6-mediated entry pathway of HAdV-C5 in more detail, we analyzed the effi-

ciency of SR-A6-mediated virus uptake and penetration into the cytoplasm. HAdV-C5

(with a truncated HVR1) binds better to SR-A6 negative M2-4 than MPI-2 cells, and HVR1 swap HAdV-C5_HVR1

(A31)/HVR7� shows reduced binding to MPI-2 cells compared to HAdV-C5. The HVR1 swap was engineered into a

virus backbone that carried single amino acid changes in hexon HVR7 (HVR7�), which prevent coagulation factor X

binding to the virus. The experiment was carried out as described in (C). The difference between HAdV-C5_HVR1

(A31)/HVR7� MPI-2 and M2-4 results, as well as that of HAdV-A31 results, is statistically significant (P<0.0001,

Kolmogorov-Smirnov test). The HVR1 amino acid sequences of HAdV-C5 (highlighted in red), HAdV-A31 (blue)

and HAdV-C5_HVR1(A31)/HVR7� (blue, red) are shown in single letter code. C) HVR1 ablation reduces HAdV-C5

binding to MPI-2 cells but not A549 cells. Indicated amounts (vp) of unlabeled wild type HAdV-C5,

HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� were added to ~ 1.6×105 cells at 4˚C for 60 min and after

removal of unbound virus, cells were switched to 37˚C for 10 min before fixation. Viruses were detected by

immunostaining with an anti-hexon 9C12 antibody and secondary Alexa-Fluor488-conjugated antibody. Samples

were imaged by confocal microscopy and cell-associated virus particles were scored from maximum projections of

confocal stacks. The plot shows number of bound virus particles per cell, one dot representing one cell. Error bars

represent the means ± SEMs. Number of cells analyzed is indicated. The difference between HVR1(A31)/HVR7� and

the wild type or HVR7� viruses was statistically significant in MPI-2 cells (P = 0.0091 and P = 0.0006 for the vp 13×108

samples, respectively, Kolmogorov-Smirnov test), whereas differences in A549 cells were not statistically significant. D)

Swap of hexon HVR1 with that of HAdV-A31 reduces HAdV-C5 gene transduction in MPI-2 cells, but not in A549

cells. Cells (~4×104) were infected with the indicated amounts of HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/

HVR7� viruses and the activity of firefly luciferase expressed from the viral genomes was used to estimate the

transduction efficiencies at 24 h pi. The plot shows results from two technical replicates.

https://doi.org/10.1371/journal.ppat.1006914.g003
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penetration into the cytoplasm is critically dependent on structural changes in the virion

which lead to externalization of the viral membrane lytic protein VI [31, 32, 59, 60]. To moni-

tor HAdV-C5 uptake and protein VI exposure in MPI-2 cells, Atto565-labeled HAdV-C5 was

first bound to cells at 4˚C to synchronize virus entry, and cells were then switched to 37˚C for

0 min, 10 min or 20 min to allow internalization. After internalization, cells were switched

back to 4˚C and intact cells were incubated with the mouse 9C12 anti-hexon antibody to tag

surface-associated virus. Fixed cells were stained with rabbit anti-protein VI antibody, and the

9C12 and anti-protein VI antibodies were detected by Alexa-Fluor680-conjugated anti-mouse

and Alexa-Fluor488-conjugated anti-rabbit antibodies, respectively. Samples were imaged by

confocal microscopy and the number of cell surface-associated virus particles (virus with both

Atto565 and Alexa-Fluor680 signals) and internalized virus particles (virus with only Atto565

signal) were determined from maximum projections of the confocal stacks. As shown in Fig

4A, after cold binding and 0 min internalization, the majority of virions were identified as sur-

face-associated particles. In contrast, after 10 min or 20 min incubation at 37˚C, increasing

numbers of virions were found to be internalized. Only occasional particles were positive for

protein VI at 0 min, whereas the average protein VI intensity on internalized virus particles

was significantly higher at the 10 min time point (Fig 4B and S4A Fig.), thus indicating that

the particles had undergone structural changes during early steps of entry that enabled exter-

nalization of protein VI. The protein VI signal on internalized particles at 20 min post warm-

ing was reduced in comparison to the 10 min time point. Similar time-dependent reduction in

particle-associated protein VI signal has been observed also during entry of HAdV-C5 into

non-immune CAR-positive cells, an observation which reflects separation of protein VI from

particles after penetration of the virus into the cytoplasm [31].

To assay the efficiency of virion escape into the MPI-2 cell cytoplasm more directly, we

employed a streptolysin O (SLO)-based penetration assay [61]. Alexa-Fluor488-conjugated

HAdV-C5 particles were bound to cells at 4˚C, and subsequently internalized at 37˚C for 45

min. After internalization, the plasma membrane was perforated by SLO to allow access of

anti-Alexa-Fluor488 antibodies to the cytoplasm. These antibodies tag cell surface-associated

and cytoplasmic virus particles, but particles in endosomes are inaccessible to the antibodies.

The number of virus particles at the cell surface was estimated from parallel samples stained

with anti-Alexa-Fluor488 antibodies without SLO permeabilization. After fixation, viruses

tagged with the anti-Alexa-Fluor488 antibodies were scored by staining with secondary Alexa-

Fluor594-conjugated antibodies. Samples were imaged by confocal microscopy and the num-

ber of virus particles positive or negative for the anti-Alexa-Fluor488 antibodies were scored

from maximum projections of the confocal stacks. As shown in Fig 4C, approximately 30% of

viruses were antibody-positive after 45 min of internalization, but the number of antibody-

positive virus particles was variable between individual cells, as previously described for virus

penetration in HeLa-Ohio and A549 cells [61]. The majority of the antibody-positive virions

represented cytoplasmic particles, since staining of intact cells without SLO permeabilization

gave only a low number of antibody-positive particles. The endosomes remained intact in the

assay, since cells infected with the penetration-deficient, endosomal resident HAdV-C2_TS1

mutant virus exhibited only a low number of antibody-positive particles. Taken together, these

results indicate efficient uptake and relatively efficient penetration of HAdV-C5 into the MPI-

2 cells.

Incoming cytosolic HAdV-C5 particles traffic to the nucleus, disassemble at the nuclear

pore complex and import their genome into the nucleus for viral gene expression and replica-

tion [62]. We used deoxy-5-ethynylcytidine-labeled (EdC) HAdV-C5 and copper(I)-catalyzed

azide-alkyne cyclo-addition (click) reactions to monitor nuclear targeting of viral genomes in

MPI-2 cells [63]. EdC-labeled HAdV-C5 was incubated with MPI-2 cells at 37˚C for 30 min,
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and after washing unbound virus away, the cells were further incubated at 37˚C for 30 min or

270 min before fixation. The viral capsids were visualized by anti-hexon 9C12 primary anti-

body and Alexa-Fluor594-conjugated anti-mouse antibodies, and the viral DNA was coupled

with Alexa-Fluor488-conjugated azide. Representative images from the 30 min and 270 min

time points are shown in Fig 4D and S4B Fig. At the early time point, the viral DNA was still

Fig 4. Characterization of HAdV-C5 entry into MPI-2 cells. A) Internalization of HAdV-C5 into MPI-2 cells and B)

exposure of viral membrane lytic protein VI on internalized virus. Atto565-labeled HAdV-C5 were added to MPI-2

cells at 4˚C (moi ~13600 virus particles per cell) for 60 min. Unbound particles were washed away, and cells were

shifted to 37˚C for the indicated times. Intact cells were then incubated with 9C12 anti-hexon antibodies at 4˚C to tag

surface-associated viruses, and after fixation, cells were permeabilized and stained for protein VI. Secondary Alexa

Fluor680-conjugated anti-mouse and Alexa-Fluor488-conjugated anti-rabbit antibodies were used to detect 9C12 and

anti-protein VI antibodies, respectively. Nuclei were stained with DAPI, and samples were imaged by confocal

microscopy. Virus particles lacking the 9C12 signal were scored as internalized particles and (A) shows percentage of

internalized virus particles per cell at the different time points. One dot represents one cell. (B) shows mean average

protein VI signal on internalized particles. One dot represents one cell. Error bars represent the means ± SEMs.

Number of cells analyzed is indicated. C) SR-A6-facilitated entry supports efficient penetration of HAdV-C5 into the

cytoplasm. Alexa-Fluor488-conjugated HAdV-C5 were added to MPI-2 cells at 4˚C for 60 min (moi ~7300 virus

particles per cell). Unbound viruses were washed away and cells were shifted to 37˚C for 45 min. Cell surface and

cytoplasmic particles were tagged with anti-Alexa-Fluor488 antibodies after perforation of the plasma membrane with

streptolysin O (SLO). The anti-Alexa-Fluor488 antibodies in turn were visualized by secondary Alexa-Fluor594

antibodies. Control cells were incubated with antibodies without SLO treatment to specifically mark virus particles at

the plasma membrane. The plot shows percentage of virus particles positive for the anti-Alexa-Fluor488 antibodies,

one dot representing one cell. The majority of antibody-positive particles in the SLO-treated HAdV-C wild type (wt)

sample represent cytoplasmic virus, since the no-SLO control indicated only few particles at the cell surface. Virus

particles in the endosomes are inaccessible to the antibodies, and the endosomes stayed intact in the assay, since

parallel samples infected with the penetration deficient HAdV-C2-TS1 mutant virus displayed only low number of

antibody-positive particles. Error bars represent the means ± SEMs. Numbers of cells and virus particles analyzed are

indicated. D) Tracking of incoming virus genome. EdC-labeled HAdV-C5 particles (moi ~ 7300 virus particles per

cell) were internalized into MPI-2 cells at 37˚C for 30 min and, after removal of unbound virus, the samples were

incubated for further 270 min before fixation. The virus capsids were visualized by anti-hexon 9C12 and Alexa-

Fluor594-conjugated secondary antibodies, and click-reaction with Alexa-Fluor488-conjugated azide was carried out

to mark the virus genomes. The image represents maximum projection of image stack from central parts of the cells.

Nuclear area and cell outline are indicated. In the majority of cells, the virus genome was separated from the capsid at

this time point and concentrated over the nuclear area, as exemplified by the upper cell in the image. A fraction of cells

displayed significant amounts of capsid-free virus DNA also in the cytoplasm, as exemplified by the lower cell in the

image. Scale bar = 5 μm.

https://doi.org/10.1371/journal.ppat.1006914.g004
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extensively capsid-associated, but was largely uncoated at the 270 min time point, as indicated

by the separation of DNA and capsid signals. In the majority of cells the uncoated DNA was

concentrated over the nuclear area (identified by DAPI staining), but, as exemplified by the

lower cell in Fig 4D, occasional cells had significant amounts of capsid-free DNA in the cyto-

plasm, as previously described for HeLa cells [63].

SR-A6 facilitates infection of MPI-2 cells by HAdV-B35 and HAdV-D26

We were interested whether mouse SR-A6 is a receptor only for HAdV-C5, or whether the

protein is a more general entry facilitator for different adenovirus serotypes. We compared

binding of different adenoviruses to the MPI-2 and the SR-A6 M2-4 knockout cells. As shown

in S2C Fig and Fig 3B, HAdV-B3 only inefficiently bound to MPI-2 cells and binding of

HAdV-A31 did not correlate with SR-A6 expression. Efficient SR-A6-dependent binding was

observed with Alexa-Fluor488-labeled subgroup B virus HAdV-B35 and subgroup D virus

HAdV-D26, as well as with HAdV-C2 (Fig 5A). As judged from the mean number of virus

particles per cell, HAdV-C5 binding to MPI-2 cells was approximately 3.6-fold more efficient

than that of HAdV-B35 or HAdV-D26 (S5 Fig).

The luciferase reporter gene carried by HAdV-B35 or HAdV-D26 was used to assess trans-

duction of wild type and SR-A6 knockout MPI cells by these viruses, in comparison to the

HAdV-C5-luciferase virus. All three viruses transduced wild type MPI-2 cells more efficiently

than the M2-4 SR-A6 knockout cells, although the relative transduction efficiencies of the three

viruses differed (Fig 5B). Thus, SR-A6 facilitates not only HAdV-C5-mediated gene transduc-

tion, but also that of HAdV-B35 and HAdV-D26. However, since HAdV-B35 and HAdV-D26

cell binding was reduced only by about 3.6-fold in comparison to HAdV-C5, but the difference

in gene transduction was about 20-fold or more, the entry steps downstream of cell attachment

appear to occur with different efficiencies in C5 versus B35 and D26 HAdV infections.

High surface expression of human SR-A6 facilitates HAdV-C5 infection

To test whether human SR-A6 as well can act as a facilitator for HAdV-C5 infection, we first

analyzed the ability of human SR-A6 to promote binding of Alexa-Fluor 488-conjugated

HAdV-C5 to the low-CAR murine fibroblast-like L-929 cells. Plasmid expressing human SR-A6

from the cytomegalovirus major immediate early promoter was transfected into L-929 cells and

the transfected cells were identified by immunostaining using the anti-human SR-A6 antibody

PLK1. As shown in Fig 6A, cells expressing high levels of human SR-A6 at the surface bound

the virus more efficiently than SR-A6-negative cells. However, we note that the increased virus

binding was observed only in cells that stained strongly positive for SR-A6, whereas weak sur-

face SR-A6 signal did not correlate with increased amounts of cell-associated virus.

As previously described [64], high SR-A6 expression induced dendritic surface projections

and was very toxic to cells. Because of this high toxicity, we turned to a different cell line, the

human diploid fibroblast-telomerase reverse transcriptase (HDF-TERT) immortalized cells,

for testing the ability of human SR-A6 to boost HAdV-C5-mediated gene transduction. Com-

pared to e.g. A549 cells, HDF-TERT cells bind HAdV-C5 inefficiently. Human SR-A6 was

expressed in HDF-TERT cells from the same plasmid backbone as mouse SR-A6 in the L-929

cell experiments described above. The transfected Tomato-positive cells displayed variable lev-

els of SR-A6 at the cell surface, which clearly correlated with the Tomato signal (S6 Fig.). The

nuclear GFP signal from HAdV-C5_dE1_GFP transduction was used to assay infection effi-

ciency in Tomato-positive/transfected and Tomato-negative/non-transfected cells. As shown

in Fig 6B, Tomato-positive cells in human SR-A6 transfection exhibited enhanced nuclear

GFP levels in comparison to Tomato-negative cells, or in comparison to Tomato-positive cells
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in the control empty vector transfection. However, this increase in nuclear GFP signal was

rather modest, the mean nuclear GFP intensity in Tomato-positive cells was only ~ 1.6-fold

higher than that in Tomato-negative cells, and the increase was observed only when relatively

high levels of HAdV-C5_dE1_GFP were used for infection. This was in contrast to what was

observed for exogenous expression of mouse SR-A6 in L-929 cells (Fig 2F). Therefore, we com-

pared the abilities of mouse and human SR-A6 to boost HAdV-C5_dE1_GFP in HDF-TERT

cells using the same plasmid backbone for expression of both proteins. As shown in Fig 6C,

exogenous mouse SR-A6 expression facilitated HAdV-C5_dE1_GFP infection more efficiently

than human SR-A6, as evidenced by ~ 8-fold higher mean nuclear GFP intensities in Tomato-

positive cells in mouse SR-A6 transfection than in Tomato-positive cells in human SR-A6

transfection. Thus, although human SR-A6 can facilitate HAdV-C5 infection if expressed at

high levels at the cell surface, human SR-A6 might be a less efficient receptor than the mouse

SR-A6.

Fig 5. SR-A6 facilitates binding of HAdV-C2, HAdV-D26 and HAdV-B35 to MPI-2 cells. A) Alexa-

Fluor488-labeled virus particles were added to wild type MP1-2 or to the SR-A6 knockout M2-4 cells as described in

the legend to Fig 2A. Images shown are maximum projections of confocal stacks. Virus particles are pseudo-colored

green and nuclei (DAPI) blue. Scale bar = 10 μm. The plots show quantification of virus binding efficiency, expressed

as percentage of cell area covered by virus particles. Error bars represent the means ± SEMs, and number of cells

analyzed is indicated. The difference in virus binding to MPI-2 and M2-4 cells was statistically significant for all viruses

(P<0.0001, Kolmogorov-Smirnov test). B) SR-A6 facilitates HAdV-D26 and HAdV-B35 virus transduction. Wild type

MPI-2 and the SR-A6 knockout M2-4 cells (~8×104) were infected with indicated amounts of recombinant virus

vectors carrying the Firefly luciferase gene, and the luciferase enzyme activity in cell extracts was used to estimate the

virus transduction efficiencies at 20.5 h pi. The plot shows results from two technical replicates.

https://doi.org/10.1371/journal.ppat.1006914.g005
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Fig 6. High surface expression of human SR-A6 facilitates HAdV-C5 infection. A) Exogenous expression of human SR-A6 in L-929 cells

(low CAR expression) promotes binding of HAdV-C5 to the cells. L-929 cells were transfected with a plasmid directing the synthesis of human

SR-A6 from the cytomegalovirus major immediate early promoter and transfected cells were identified by immunostaining with anti-human

SR-A6 antibody PLK1. Alexa-Fluor488-labeled HAdV-C5 particles were added to transfected L-929 cells at 4˚C for 60 min. Fixed samples were

imaged by confocal microscopy and virus particles associated with PLK1-positive and PLK1-negative cells were scored from maximum

projections of confocal stacks. The plot shows number of virus particles per cell, one dot representing one cell. Horizontal bars represent mean

values. Number of cells analyzed is indicated. The difference between PLK1-positive and -negative cells was statistically highly significant

(P<0.0001, Kolmogorov-Smirnov test). The right-hand panel shows a representative image as a maximum projection of confocal stacks. In the

overlay panel virus particles are shown in green, SR-A6-positive cells in red and nuclei (DAPI) in blue. Scale bar = 10 μm. B) Exogenous

expression of human SR-A6 in HDF-TERT cells boosts HAdV-C5-mediated gene transduction. SR-A6 was expressed in the cells from a

plasmid that directed synthesis of the protein from a bi-cistronic SR-A6-IRES-Tomato mRNA. Transfected HDF-TERT cells were infected with

two different amounts of HAdV-C5_dE1_GFP, and nuclear GFP signals were scored at 30 h post infection (pi) by microscopy. Non-transfected

cells or cells transfected with an empty vector were used as controls. The mean nuclear GFP intensities of Tomato-positive and Tomato-

negative cells are shown as Tukey box plots. The difference between Tomato-positive and Tomato-negative cells in the SR-A6 transfection was

statistically highly significant with a P-value<0.0001 (Kolmogorov-Smirnov test), whereas the difference in empty vector transfections did not

reach P<0.0001 significance levels. Over 300 Tomato-positive cells and more than 5000 Tomato-negative cells were scored for each sample. C)

Mouse SR-A6 expression in HDF-TERT cells leads to higher HAdV-C5_dE1_GFP infection efficiency than human SR-A6 expression. Both
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Discussion

Macrophages defend an organism against insults, and are key for homeostasis, for example by

engulfing apoptotic cells. Macrophages take up and present foreign antigens, kill pathogens,

produce cytokines and chemokines, and coordinate tissue repair processes. Here we show that

murine alveolar macrophage-like MPI-2 cells can be infected by human adenoviruses from

several different species. We show that HAdV infection in MPI-2 cells requires the scavenger

receptor SR-A6, and provide evidence that high expression levels of human SR-A6 can boost

HAdV-C5 infection as well.

In the past, a number of different molecules have been implicated in HAdV attachment to

mononuclear phagocytic cells, including MHC class 1, CD80/86, CD209 (DC-SIGN) and sialic

acid [for a review, see 65]. In vitro and in vivo mouse studies have also implicated two other

scavenger receptors, the SR-A1 (formerly named SR-A or SR-AI/SR-AII for its splice forms)

and SR-F1/2 (SREC-1 or Scarf1) in the cell uptake of HAdV-C5 [16, 18], and exogenous

expression of mouse SR-A1 (splice variant II) in CHO cells, which express low levels of CAR,

has been shown to increase HAdV-C5 mediated gene transduction [16, 17]. The possibility

that mouse SR-F1/2 functions as a HAdV-C5 receptor is based on the observation that hepato-

cyte transduction by intravenously applied HAdV-C5 vector was increased by prior treatment

of the mice with anti-SR-F1/2 antibody Fab-fragments, the interpretation here being that the

Fab fragments decreased virus entrapment by SR-F1/F2-positive Kupffer cells and liver sinu-

soidal endothelial cells, thus increasing hepatocyte transduction [18]. SR-F1/2 unlikely con-

tributes to HAdV-C5 transduction of MPI-2 cells, since its mRNA was found to be expressed

at higher levels in bone marrow derived macrophages (BMM) than MPI-2 cells, and BMM

were largely resistant to HAdV-C5 [49, 53].

Here we show that the knockdown of SR-A1 did not reduce HAdV-C5 binding or virus-

mediated gene transfer, whereas knockdown of SR-A6 drastically affected both binding and

gene transduction in MPI-2 cells. This is in agreement with experiments using primary alveo-

lar macrophages from SR-A1 knock-out mice which upon inoculation with Ad-GFP still

expressed as high levels of GFP, as alveolar macrophages from wild type B6 animals, yet

reduced IL-6 response was observed from the SR-A1 knock-out cells [53]. The apparent dis-

crepancy between our study and the previous SR-A1 studies could stem from many factors,

such as the cell surface expression levels, or expression of splice variants of SR-A1. Note that

only the splice variant II of SR-A1 has been shown to facilitate HAdV-C5 entry. Intriguingly,

although our results did not suggest a role for SR-A1 in HAdV-C5 binding or virus-mediated

gene transfer in MPI-2 cells, IFNα/β response to virus was quenched upon SR-A1 (or SR-B1)

knockdown, albeit not as drastically as upon SR-A6 knockdown. This suggests that SR other

than SR-A6 could have roles in infection distinct from virion binding. Furthermore, as exem-

plified by HAdV-A31, surface receptors other than SR-A6 can mediate attachment of an ade-

novirus particle to macrophages, since binding of HAdV-A31 to MPI-2 cells did not correlate

with SR-A6 expression. HAdV-A31 binding and transduction of macrophages were, however,

clearly independent of SR-A6, indicated by the overall lower binding efficiency of HAdV-A31

on MPI-2 cells compared to HAdV-C5, even at 5-fold higher dose of HAdV-A31 than

HAdV-C5.

HAdV-C5 infection of MPI-2 cells occurs through virion binding to the SR-A6 scavenger

receptor, and leads to limited uncoating exposing the membrane lytic virion protein VI.

mouse (mSR-A6) and human (hSR-A6) proteins were expressed from bi-cistronic SR-A6-IRES-Tomato mRNAs. The mean nuclear GFP

intensities of Tomato-positive and Tomato-negative cells are shown as Tukey box plots. Over 500 Tomato-positive cells and more than 4500

Tomato-negative cells were scored for each sample.

https://doi.org/10.1371/journal.ppat.1006914.g006
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Protein VI exposure enables virion penetration of an endosomal membrane and the transport

of partly uncoated virions to the nuclear membrane, where the delivery of the viral DNA

genome into the nucleus occurs. All these steps occur in the alveolar macrophage-like cells

with high efficiency, albeit with significant cell-to-cell variation. The molecular basis of this

variation is unknown at present. However, overall the endosomal escape was only slightly

reduced compared to epithelial cells [61]. Epithelial cells engage the adenovirus particles by a

sequential binding to CAR and integrin receptors, and exert mechanical cues to trigger the ini-

tial steps of uncoating [22, 24, 31, 32, 59–61, 66–68]. Whether integrins are also involved in

entry of HAdV-C5 into MPI-2 cells is a subject for future studies.

The relatively efficient virus penetration into the cytoplasm of the MPI-2 cells not only

enabled delivery of the viral genome into the nucleus for virus-mediated gene transduction,

but also exposed the virus to cytoplasmic innate immune sensors, such as the cytoplasmic

DNA sensor cyclic GMP-AMP synthase (cGAS) [53]. As previously described for HeLa cell

infection [63], we observed that a fraction of HAdV-C5-infected MPI-2 cells displayed signifi-

cant amounts of capsid-free virus genomes in the cytoplasm. This cytoplasmic DNA appar-

ently plays a key role in innate immune sensing of incoming HAdV-C5 in MPI-2 cells, since

HAdV-C5 entry into these cells triggers activation of the mitogen activated protein kinase p38,

activation of the transcription factors IRF-3 and NF-κB, as well as secretion of interferon α/β,

IL-6 and IL-1α, and these responses are blunted when cGAS is knocked-down in the cells [Fig

1G, and 53]. Collectively, our data support the ‘macrophage enigma’, where macrophages

enable pathogens to replicate, and also serve as hubs to execute pathogen destruction and coor-

dinate host defense [3].

SR-A6 is a trimeric disulfide-bonded, single-pass type II integral membrane protein, which

belongs to the class A scavenger receptors [reviewed in 12, 58]. The extracellular domain of

SR-A6 is composed of a collagenous triple helix structure and a carboxy-terminal type A scav-

enger receptor cysteine-rich domain. By using the mouse alveolar macrophage-like cell line

MPI-2, we found several lines of evidence in support of SR-A6 being a receptor for HAdV-C5.

First, knock-out of SR-A6 reduced binding of HAdV-C5 to MPI-2 cells, as well as virus-medi-

ated gene transfer. Second, reduced HAdV-C5-mediated gene transduction was observed also

when cells were pre-incubated with an anti-SR-A6 antibody. Third, a soluble form of mouse

SR-A6 interfered with HAdV-C5 binding to MPI-2 cells and virus-mediated gene transfer, as

well as induced virus clustering in an in vitro assay composed of purified soluble SR-A6 and

HAdV-C5. Fourth, colocalization between surface-bound HAdV-C5 and SR-A6 on MPI-2

cells was observed in a proximity ligation assay, and, fifth, exogenous expression of mouse

SR-A6 in the L-929 mouse cell line, which express low levels of CAR [69], increased binding of

HAdV-C5 to these cells, as well as the virus-mediated gene transduction. Thus, mouse SR-A6

fulfills a set of stringent criteria for being a receptor of HAdV-C5. Its ability and to a lesser

extent the ability of human SR-A6 to mediate binding and transduction with HAdV-C2, C5,

B35 and D26 has implications for the transduction of human hematopoietic cells with B35,

and human vaccinations with C5 and D26 [70–72]. Although the clustering of HAdV-C5 by

soluble SR-A6 in the in vitro assay suggests that SR-A6 directly binds to this virus, the interac-

tion is most likely of rather low affinity, similar to HAdV-B3 avidity binding to CD46 [29].

Weak binding of adenovirus to soluble SR-A6 is consistent with the notion that the trimeric

form of SR-A6 is required for efficient ligand attachment [57].

Fiber knobs mediate interaction of HAdV-C5 with CAR, but binding of the virus to MPI-2

cells was not inhibited by soluble fiber knobs. In contrast, our results point towards hexon,

and especially the HVR1 of hexon, being involved in attachment of HAdV-C5 to MPI-2 cells.

When the long, negatively-charged HVR1 of HAdV-C5 was replaced by the short HVR1 of

HAdV-A31, which lacks acidic residues, binding and gene transduction of the swap-virus in
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MPI-2 cells, but not in the CAR-positive A549 cells, was reduced in comparison to HVR1 wild

type HAdV-C5. HVR1 is exposed on the surface near the rim of the cup formed in the hexon

trimer (S7A Fig.), and is thus available for receptor interaction. In general, negatively-charged

residues on SR-A6 and SR-A1 ligands have been implicated in mediating the binding to these

SRs [17]. HAdV-A31 and HAdV-B3, which have short HVR1 and/or lack negatively-charged

residue clusters in HVR1 (S7B Fig.) did not bind to MPI-2 cells efficiently or the binding did

not correlate with SR-A6 expression, as shown for HAdV-A31. HAdV-B35 hexon has a cluster

of acidic residues in HVR1, and binding of this virus to MPI cells did correlate with SR-A6

expression. However, although HAdV-D26 interaction with MPI cells also correlated with

SR-A6 expression, a prominent acidic cluster in the D26 hexon HVR1 is missing (S7B Fig).

Furthermore, although the hexon HVR1(A31) swap-HAdV-C5 exhibited reduced MPI cell

binding, the mean cell-associated virus count in the binding assays was only reduced by about

three-fold in comparison to HVR1 wild type virus. Thus, other surface-exposed hexon regions

and/or other capsid-associated proteins may also contribute to the binding.

Like other scavenger receptors, SR-A6 binds to a number of ligands and/or exist in different

complexes at the cell surface [11]. SR-A6 has been implicated to play a significant role in vari-

ous host-pathogen settings in both mice and humans. For example, SR-A6-knockout mice

show impaired clearance of bacteria from lungs and increased mortality upon Streptococcus
pneumoniae infection [73]. In contrast, SR-A6 apparently suppresses protective early inflam-

matory responses to influenza virus and the SR-A6-knockout mice exhibit lower mortality

upon influenza pneumonia than wild-type mice [74]. Furthermore, SR-A6 has been shown to

modulate signaling from other pattern recognition receptors. For example, SR-A6 co-operates

with Toll-like receptor 2 and CD14 to initiate innate immune responses to the Mycobacterium
tuberculosis cell wall glycolipid trehalose dimycolate in mice [75], and SR-A6 knockout modu-

lates proinflammatory responses to several different Toll-like receptor agonists in mouse

splenic dendritic cells [76]. In addition, SR-A6 binds to the muramyl dipeptide (MDP), a cell

wall component of both Gram-negative and Gram-positive bacteria, and knockout of SR-A6

reduces NOD2 (nucleotide-binding oligomerization domain 2)-mediated responses to the

MDP, as well as NALP3 (NACHT domain-, leucine-rich repeat-, and pyrin-domain contain-

ing protein 3) inflammasome-dependent secretion of mature IL-1β upon challenge of mice

with inactivated Neisseria meningitides [77]. SR-A6 is expressed on human lung macrophages

and incubation of these cells with an anti-SR-A6 antibody reduced binding of latex beads,

TiO2, heat-inactivated E. coli or Staphylococcus aureus to these cells, thus suggesting that

SR-A6 has a major role in clearance of non-opsonized particles and bacteria by human lung

macrophages [73]. Recent studies have also identified human SR-A6 as a receptor for herpes

simplex type 1 and vaccinia virus [15, 78].

High expression levels of human SR-A6 upon transient transfection gave rise to HAdV-C5

binding and infection, albeit at low efficiency, whereas expression of mouse SR-A6 gave higher

HAdV-C5 binding and infection levels. The human SR-A6 appears to be a less efficient receptor

for HAdV-C5 than the mouse SR-A6. Possibly this is related to the differences in amino acids

in the extracellular domains of human and murine SR-A6 [58]. Interestingly, polymorphism in

the SR-A6 gene has been linked to increased susceptibility to pulmonary tuberculosis in humans

[79, 80]. When transcriptional responses in primary monocytes from individuals of African or

European origins were compared, SR-A6 was found to be among the genes displaying largest

population differences upon stimulation with seasonal influenza A virus [81]. A function for

mouse SR-A6 as a receptor for HAdV-C5 is consistent with previous observations that the

mouse spleen marginal zone macrophages sequester HAdV-C5 after intravascular administra-

tion of the virion [44, 82, 83], and that SR-A6-positive lung macrophages trap HAdV-C5 in the

respiratory tract [47, 48]. Overall, the study here identifies the scavenger receptor SR-A6 as an
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important transporter of HAdV into murine lung macrophages. This finding will enhance the

interpretation of preclinical models in gene therapy and vector research, a field which is driven

by the use of adenoviruses.

Materials and methods

Cells

The wild type (line 2) and SR-A6 deficient (lines M2-4 and M3) MPI (Max-Planck-Institute)

alveolar macrophage-like cells were originally generated from fetal liver of wild type and

SR-A6-/- C57/BL6 mice [49, 53]. The cells were grown in RPMI 1640 supplemented with 10%

heat-inactivated fetal calf serum (FCS; Gibco/Thermo Fisher Scientific) and 10 ng/mL murine

recombinant GM-CSF (Miltenyi Biotec). Two different clones of human lung epithelial carci-

noma A549 cells were used in the study: our old laboratory A549 clone and A549 from Ameri-

can Type Culture Collection (ATCC). Highly-polymorphic short tandem repeat loci profiling

indicated that the two clones were ~95.1% similar. Human embryonic retinoblast (HER) 911

cells, which contain base pairs 79 to 5789 of the HAdV-C5 genome, were from American Type

Culture Collection (ATCC) and maintained in DMEM supplemented with 7.5% FCS and 1%

nonessential amino acids. Murine subcutaneous areolar and adipose tissue L-929 cells from

ATCC, which express low levels of CAR, as well as the immortalized human diploid fibroblast

HDF-TERT cells expressing the catalytic subunit of telomerase (kindly provided by Patrick

Hearing and Kathleen Rundell) [84], were maintained in DMEM supplemented with 10% FCS

and 1% nonessential amino acids. Mouse embryo fibroblasts (MEF) were obtained from

Mx2-Luc IFN-β deficient (BKO), 13.5 days old Balb/c mouse embryos, as previously described

for the MBa10 and MBa5 MEF [85]. For immortalization, primary cells were plated on 6-well

cell culture dishes (105 cells), and infected with two self-inactivating lentiviral vectors encoding

for c-myc and E7 overnight in the presence of 8 μg/ml polybrene. The expression of the recom-

binant genes was driven by the SV40 promoter [86]. The following day infection medium was

aspirated, and the cells were expanded with the above mentioned culture medium until they

showed robust proliferation (doubling time ~1d) and the corresponding mock transduced pri-

mary cells stopped proliferating. The immortalized Mx2 luc BKO MEF, which express firefly

luciferase under the interferon-inducible Mx2 promoter, were maintained in A549 base

medium supplemented with 0.1 mM β-mercaptoethanol. HEK-293 cells producing recombi-

nant, soluble mSR-A6 were a kind gift from Andrij Holian (University of Montana, USA) and

maintained in A549 base medium with 250 μg/ml G418 and 1 μg/ml puromycin.

Viruses

HAdV-C2 and HAdV-C5 were grown in A549 cells, whereas HAdV-A31 (kindly provided

by Anja Ehrhardt, University of Witten/Herdecke, Germany) was grown in HeLa (ATCC)

cells. The viruses were isolated, and labeled with Alexa-Fluor488 (Thermo Fisher Scien-

tific) or Atto565 (Sigma-Aldrich) as described [87–89]. The replication-deficient

HAdV-C5_dE1_GFP, an E1/E3 deletion mutant virus containing the enhanced green

fluorescent protein (GFP) gene in the E1 region under the control of cytomegalovirus

major immediate early promoter [90, 91] was grown in HER-911 cells. Notably, GFP

localizes to the nucleus owing to a weak nuclear localization signal [92]. The replication-

deficient HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� with mutations in the

hexon gene are derived from the AdEasy system (Agilent). The mutations were intro-

duced in a 2-step process. First, the entire hexon gene was replaced by a kanamycin resis-

tance gene flanked by two unique XbaI restriction sites using homologous recombination.

In the second step, the kanamycin gene was removed by XbaI digestion. The mutated
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hexon gene was recombined with the linearized and purified pAdEasy fragment in BJ5183

[93], and selection for recircularization was performed using ampicillin. The negatively

charged HVR1 of the hexon from HAdV-C5 was thus replaced by the short HVR1 from

HAdV-A31 (DEAATALEINLEEEDDDNEDEVDEQAEQQ was changed to LTTNNGN).

The modifications in HVR7 contained several point mutations which have been shown to

ablate factor X binding (INTETL was changed to GNNSTY) [94]. The modified pAdEasy

constructs were recombined with the plasmid pShuttle_CMV_luci_IRES_GFP (encoding

firefly luciferase followed by a IRES and sfGFP). The viruses were grown in HEK-293

cells. All viruses were purified by two rounds of CsCl banding, dialyzed against 10 mM

Tris pH 8.1, 150 mM NaCl and 1 mM MgCl2 and stored at -80˚C in 10%(v/v) glycerol.

Absorbance measurements at 260 nm or protein concentration were used for determina-

tion of number of virus particles per ml [95]. Alexa-Fluor488-labeled HAdV-D26 and

HAdV-B35 vectors carrying the firefly luciferase gene were kindly provided by Jerome

Custers and Dragomira Majhen (Janssen Pharmaceutical Companies of Johnson & John-

son, Netherlands).

shRNA-mediated knockdown of mouse scavenger receptors

Plasmids pENTR/pTER+(431–1) and pQCXIN X2 DEST (w310-1) were a gift from Eric Cam-

peau and obtained from Addgene (Addgene plasmids #17453 and #17399, respectively) [96].

Oligonucleotides used for cloning of the shRNA constructs targeting mouse scavenger receptors

are listed in S1 Table. The oligonucleotide pairs were annealed and cloned via their BglII-Hin-

dIII-overhangs into the entry vector pENTR/pTER+(431–1), and recombined into the destina-

tion vector pCQXIN X2 DEST (w310-1) using Gateway cloning with LR clonase. Plasmids were

verified by sequencing. VSV-G-pseudo-typed MLV retroviruses were generated according to

standard procedure in HEK 293T cells. MPI-2 cells were infected with the retroviral vectors and

after 48h treated with 0.5 mg/ml G418 to produce a polyclonal population of shRNA-expressing

cells. A monoclonal cell population was generated for shSR-A6 cells by limiting dilution

cloning.

Viral transduction of MPI cells

Cells were seeded at a density of 30000 per well in a 96-well imaging plate and triplicate wells

were infected the following day with three two-fold dilutions of HAdV-C5_dE1_GFP (300 ng,

150 ng or 75 ng virus per well) for 20h at 37˚C in MPI-2 growth medium. The samples were

fixed with 3% paraformaldehyde in phosphate-buffered saline (PBS) for 20 min at room tem-

perature (RT), quenched for 10 min with 25 mM ammonium chloride in PBS and stained with

a DAPI solution (1 μg/ml 4’,6-diamidino-2-phenylindole and 0.1% Triton X-100 in PBS). The

plates were imaged on a Molecular Devices ImageXpress Micro XL high throughput micro-

scope at a magnification of 10X and 3x3 sites per well. The infection was scored by measuring

GFP-intensity over DAPI mask using a custom-programmed MatLab (The Mathworks) rou-

tine. The MatLab routines used in this study are available upon request.

For analyzing virus transduction efficiency by luciferase-assay, wild type MPI-2 or the

SR-A6 knockout M2-4 cells were seeded at a density of 80000 cells per well in a 96-well plate

and duplicate wells were infected the following day with HAdV-C5, HAdV-D26 or

HAdV-B35 vectors carrying the firefly luciferase gene. At 20.5 h post infection (pi), cells were

washed once with PBS, and cell extracts were prepared using 40 μl of Promega cell culture lysis

reagent (# E153A) per well. Twenty-five μl of cell extracts were mixed with 35 μl of Promega

Luciferase Assay Substrate (# E151A) and the luciferase activity in the cell extracts was

recorded using Tecan Infinite 200 (Tecan, Switzerland).
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Virus binding assay in MPI cells

Cells were seeded at a density of 105 or 2×105 on coverslips in a 24-well plate format and

grown for two days or one day, respectively. Alexa-Fluor488-labeled HAdVs (about 130 ng of

HAdV-C5, or 1.8 × 109 or 5.6 × 108 virus particles in the case of HAdV-D26 and HAdV-B35,

respectively) were added to cells at 4˚C for 60 min in RPMI 1640 medium (without NaHCO3)

supplemented with 0.2% bovine serum albumin (BSA; Sigma-Aldrich/Merck), 20 mM

HEPES, and penicillin-streptomycin (RPMI-BSA medium). In the case of HAdV-A31 the

virus was labeled with Atto565, whereas unlabeled virions were used in HAdV-C5_HVR1

(A31)/HVR7� assays. Unbound particles were washed away and cells were switched to 37˚C

for 5 min. The cells were fixed and DAPI-stained as described above. Immunostaining with

mouse anti-hexon 9C12 antibody [97], and secondary anti-mouse Alexa-Fluor488-conjugated

antibodies were used to detect unlabeled viruses. Alexa-Fluor647 NHS Ester (A20006, Thermo

Fisher Scientific: 0.5 μg/ml in PBS for 10 min) was used for staining of the cell area. Imaging

was carried out with a Leica SP5 confocal laser scanning microscope using 63x magnification

(oil immersion, numerical aperture 1.4) and zoom factor 2. Stacks were recorded at 0.5 μm

intervals using 4× frame averaging, and a minimum of 50 cells per condition were imaged. A

custom-programmed MatLab routine or a CellProfiler (http://cellprofiler.org) pipeline was

used to determine the number of cell-associated virus particles from maximum projections of

confocal stacks, or, if the number of cell-associated virus particles was too high for accurate

single particle segmentation, the virus binding efficiency was estimated using a CellProfiler

pipeline to determine the percentage of cell surface covered by virus particles. The resulting

data were sorted using KNIME Analytics Platform (https://www.knime.org/knime-analytics-

platform). GraphPad Prism (GraphPad Software, Inc. La Jolla) was used for producing scatter

plots and statistical analyses. Representative images shown in figures are maximum projections

of confocal stacks and images were processed with Fiji [98] applying the same changes in

brightness and contrast to all image groups in the series.

Blocking assays and soluble mouse SR-A6

For antibody-mediated blocking, cells were pre-incubated with rat-anti-mSR-A6 (clone ED31,

Bio-Rad Laboratories, 1 mg/ml) at 1:25, 1:75 and 1:250 dilutions in 75 μl RPMI-BSA at 4˚C for

30 min. Then, the above described virus transduction protocol was followed. Isotype-matched

rat IgG1 negative control antibody was used as a control. The entire extracellular part of

mouse SR-A6 (mSR-A6 soluble) was purified from transfected HEK-293 cells as described

[57]. As judged from SDS-PAGE analyses, the protein was largely monomeric and contained a

small amount of trimers (15–20%) in non-reducing SDS-PAGE analyses, as described earlier

[57]. For soluble mSR-A6-mediated blocking, Alexa-Fluor488-labeled HAdV-C5 (about 800

ng) or HAdV-C5_dE1_GFP (about 300 ng) was pre-incubated with three different concentra-

tions of the soluble mSR-A6 (about 125 ng, 250 ng or 500 ng) at room temperature for 15 min

in 20 μl RPMI-BSA supplemented with 0.5 mM CaCl2 and 0.6 mM MgCl2, added to the cells

in MPI growth medium and then the above described virus transduction and virus binding

assay protocols using cells seeded on a 96-well plate were followed. For fiber knob (FK) experi-

ments, MPI-2 and A549 cells grown on coverslips in 24-well plate (~1.6×105 cells per well)

were first preincubated for 30 min on ice with 8 ng/ml, 40 ng/ml, 200 ng/ml, 1 μg/ml or 5 μg/

ml of soluble HAdV-C5 FKs [29] in RPMI-BSA medium, after which 1.6 μg of Atto565-conju-

gated HAdV-C5 was added, and incubation was continued for 45 min on ice. Unbound virus

was washed away and cells were fixed and processed as described above for virus binding

assay.
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Cell-based IFN-α/β measurement

MEF Mx2 luc BKO were seeded on 96-well plates the previous day at a density of 35000 cells

per well. Medium was discarded and standards were applied in duplicates in 100 μl starting

from 200 U/mL of recombinant mu-IFNβ (Sigma-Aldrich, #I9032) in seven two-fold dilutions.

Fifty μl cell-free supernatants from infection experiments of MPI cells (see above) were com-

bined with 50 μl fresh MEF-medium in duplicates and incubated for 20 h at 37˚C. Then,

medium was discarded and cells lysed with 40 μl of Cell Culture Lysis Reagent (Promega),

incubated for 7 min on a rocker plate and 20 μl of each lysate was transferred to a LUMITRAC

plate (Greiner). Forty μl Luciferase Assay Reagent (Promega, #E1500) was injected into each

well on a TECAN plate reader with injection unit. After injection, the plate was shaken for two

seconds and luminescence signal was integrated for 20 seconds. Values were background-sub-

tracted, averaged, converted with an IFN-αβ calibration curve and plotted with GraphPad

Prism.

Flow cytometry

Cells were lifted by brief PBS/1.5 mM EDTA treatment, counted and divided into aliquots of

100000 cells each. Live cells were surface-stained with 1:10 diluted FITC-conjugated rat-anti-

mSR-A6 (Bio-Rad Laboratories, #MCA1849FT, 0.1 mg/ml) on ice in PBS and co-incubated

with propidium iodide according to the manufacturer’s recommendations (Molecular Probes).

Data were collected on a FACS Canto flow cytometer (BD Biosciences) maintained by the

Flow Cytometry Facility at the University of Zurich, and data were analyzed using FlowJo

(TreeStar). Cells were gated on live singlets indicated by low propidium iodide incorporation

and gating on FSC-H/FSC-A.

qRT-PCR

Total cellular mRNA was isolated using a column-based Nucleospin II RNA Kit (Macherey-

Nagel, #740995.50) as instructed by the manufacturer, followed by an extra DNaseI digest

(Ambion, #AM1906). For qRT-PCR, a two-step protocol was employed. First, cDNA was syn-

thesized from 150 ng total RNA in a volume of 20 μL using the Transcriptor First Strand

cDNA Synthesis Kit (Roche, #05091284001) with an Oligo(dT)18 primer. Second, amplifica-

tion was carried out in a total volume of 20 μl by using the MesaGreen SYBR Green Master

Mix (Eurogentec, #RT-SY2x-03+WOU) in an ABIPrism 7900HT and pipetting by a TECAN

Genesis robot. Oligonucleotides used are listed in S2 Table. Cycles consisted of an initial dena-

turation at 95˚C for 5 min, forty cycles at 95˚C for 15 sec and 60˚C for 1 min, and a final disso-

ciation step. All determinations were performed in technical triplicates. Controls lacking

template and reverse transcriptase were run with every assay and had cycle thresholds (CT)

which were significantly higher than experimental samples or undetermined. The relative

abundance of each mRNA was calculated by the ΔΔCt method normalizing to three mouse

housekeeping genes (GAPDH, TBP and EEF1A1).

Proximity ligation assay

MPI-2 cells were seeded on coverslips at 200000 cells per well in a 24-well plate. Alexa-

Fluor488-conjugated HAdV-C5 (70 ng) was added to cells in RPMI-BSA medium at +4˚C for

60 min. Unbound viruses were removed by washing with cold RPMI-BSA medium, followed

by fixation with 3% paraformaldehyde in PBS. Cells were then stained with rabbit anti-Alexa-

Fluor488 antibody (A-11094, Thermo Fisher Scientific) and with rat anti-mSR-A6 ED-31 anti-

body (MBS215280, MyBioSource) for one hour at +4˚C in a humidified chamber. Anti-
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mouse-MINUS (cross-reactive to rat antibodies) and anti-rabbit-PLUS PLA probes (conju-

gated with oligonucleotides) were added, and hybridization, ligation, amplification and detec-

tion steps were performed according to the manufacturer’s instructions (PLA Duolink, Olink)

to generate an amplified fluorescent signal in areas where the antigens recognized by the two

primary antibodies reside within less than 40 nm distance of each other. Fluorescent PLA sig-

nals were imaged using confocal fluorescence microscopy and the shown images represent

maximum projections of confocal stacks.

Expression of murine SR-A6 in L-929 cells

Murine SR-A6 was expressed from a cytomegalovirus major immediate early promoter as a bi-

cistronic mRNA together with an internal ribosome entry site followed by tandem-dimer

Tomato (the pCMVspit-vector construct was a kind gift from Peter Nielsen, Max-Planck-Insti-

tute of Immunobiology and Epigenetics, Freiburg Germany) [53]. The cDNA of murine SR-A6

contains both of the 5’ ATG codons [99]. The plasmid was transfected into L-929 cells by the

Neon electroporation device (Thermo Fisher Scientific), using 5 μg of plasmid per 106 cells and

settings 1400 V, 30 ms, and 1 pulse. Empty vector was used as a control. After electroporation,

cells were diluted into L-929 growth medium and plated on coverslips in 24-well plates for virus

binding studies or on 96-well imaging plates for virus transduction studies. Twenty-four hours

post transfection, virus binding was analyzed with Alexa-Fluor488-conjugated virus (~ 3 μg

virus/well), and virus transduction was analyzed using HAdV-C5_dE1_GFP (17.5 or 8.8 ng

virus/well) as described above, except that images from the virus transduction assay were ana-

lyzed by CellProfiler and the resulting data were sorted using the KNIME Analytics Platform.

Since Tomato signals had somewhat different overall intensities in SR-A6 and empty vector-

transfected cells, the threshold for Tomato-positive and Tomato-negative cells was adjusted for

each sample so that about 10% of cells were scored as Tomato-positive, which roughly corre-

sponded to the overall transfection efficiency. Mean nuclear GFP intensities were calculated for

Tomato-positive and–negative cells and these intensities were used to score the infection. The

CellProfiler and KNIME pipelines used will be made available upon request. GraphPad Prism

was used for producing the scatter blots or Tukey box plots, as well as for statistical analyses.

Expression of human SR-A6 in L-929 and HDF-TERT cells

Human SR-A6 cDNA was a kind gift from Dr. Peter Nielsen. It was expressed in L-929 cells

from a modified pcDNA3.1-vector (ThermoFisher Scientific) in which the endogenous cyto-

megalovirus promoter was replaced by the cytomegalovirus immediate early promoter plus

intron A (the plasmid was kindly provided by Jovan Pavlovic, University of Zurich). The

cDNA of human SR-A6 starts from the second 5’ ATG codon, i.e. the expected main codon for

the initiator methionine [99]. A cDNA that retained both of the 5’ ATG codons was also tested,

but no improvement for HAdV-C5 binding to cells or virus-mediated gene transduction was

observed with this variant. The plasmid was transfected into L-929 cells by Neon transfection

as described above, except that 2.5 μg of plasmid was used per 106 cells. Alexa-Fluor 488-conju-

gated HAdV-C5 (~ 5 μg virus/well) was used for analysis of virus binding to cells as described

above. Transfected cells were identified by staining for surface SR-A6 using anti-human

SR-A6 antibody PLK1 (HM2208, Hycult Biotech) and Alexa-Fluor 594-conjugated secondary

anti-mouse antibodies as described [61]. The expression vector pCMVspit was used for expres-

sion of human SR-A6 in HDF-TERT cells. The vector was introduced into these cells by Neon

transfection using 2 μg of plasmid per 5×105cells and settings 1650 V, 10 ms and 3 pulses.

Thirty-six hours post transfection cells were infected with HAdV-C5_dE1_GFP (190 or 95 ng

virus/well) and virus infection was scored after 30 h as described above for mouse
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SR-A6-expressing L929 cells. In Fig 5B, the highest nuclear “Tomato” signal from non-trans-

fected cells was used as a threshold for identification of Tomato-positive cells, and, accord-

ingly, 15% and 6% of empty vector or SR-A6 transfected cells, respectively, were identified as

Tomato-positive cells. In Fig 5C, the Tomato signals in human SR-A6 transfection were about

two-fold higher than in the mouse SR-A6 transfection and the threshold for Tomato-positive

and Tomato-negative cells was adjusted for each sample so that about 10% of cells were scored

as Tomato-positive.

Endocytosis and protein VI exposure assays

MPI-2 cells were seeded on cover slips at 200000 cells per well in a 24-well plate the previous

day. HAdV-C5 (1.4 μg/well), labeled with Atto565 was added to cells in RPMI-BSA medium

for 60 min on ice. Cells were then washed with cold RPMI-BSA and transferred to 37˚C for 0,

10 and 20 min. Afterwards, intact cells were incubated with 9C12 anti-hexon antibody in

RPMI-0.2% BSA at 0˚C for 1h to tag surface virus as described [61]. The 9C12 antibody, devel-

oped by Laurence Fayadat and Wiebe Olijve, was obtained from Developmental Studies

Hybridoma Bank developed under the auspices of the National Institute of Child Health and

Human Development. Cells were then fixed with 3% paraformaldehyde in PBS and stained

with affinity-purified anti-VI antibodies [31] and Alexa-Fluor680 anti-mouse and Alexa-

Fluor488 anti-rabbit and DAPI as described in [61]. Imaging was performed with a Leica SP5

confocal microscope as described in [61]. Maximum projections of confocal stacks were ana-

lyzed by a custom-programmed MATLAB routine to score the number of cell surface-associ-

ated virus (virus with both Atto565 and Alexa-Fluor680 signals) and internalized virus (virus

with only Atto565 signal) per cell, as well as protein VI signal on internalized virus particles.

GraphPad Prism was used for producing scatter plots and statistical analyses. Representative

images shown in figures are maximum projections of the confocal stacks, and the images were

processed with Fiji applying the same changes in brightness and contrast to all image groups

in the series.

Streptolysin O assay to detect cytosolic virions

MPI-2 cells were seeded on coverslips at 80000 cells per well in 24-well plates and grown over

two nights. Alexa-Fluor488-labeled HAdV-C5 virus (0.3 μg / well) was bound to cells in

RPMI-BSA medium at +4˚C for 60 min. Unbound virus was removed by washing with cold

RPMI-BSA and cells were shifted to 37˚C for 45 min to allow virus internalization. During the

last 15 min of internalization, cells were treated with methyl-β-cyclodextrin/cholesterol mix

(Sigma C4951: final concentration 480μM) to improve binding of streptolysin O (SLO) to

cells. SLO permeabilization and scoring of cytoplasmic virus particles by rabbit anti-Alexa-

Fluor488 antibody was done as previously described [61].

Analysis of incoming virion genomes

EdC-labeled HAdV-C5 was produced as described in [63]. MPI-2 cells were seeded on cover-

slips at 80000 cells per well in 24-well plate and grown over two nights. Virus (0.3 μg / well) was

bound to cells for 30 min at 37˚C in DMEM supplemented with 0.2% BSA, unbound virus was

washed away and incubation was continued for further 30 min or 270 min in MPI-2 growth

medium at 37˚C. Cells were then fixed with 3% paraformaldehyde in PBS, stained with the anti-

hexon 9C12 antibody and Alexa-Fluor594-conjugated anti-mouse antibodies as described in

[61], and subsequently the copper(I)-catalyzed azide alkyne cycloaddition (Click) reaction with

Alexa-Fluor488-azide was carried out as described in [63]. Nuclei were stained with DAPI and

samples were imaged by Leica SP8 upright confocal laser scanning microscope using a
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63 × objective (oil immersion; numerical aperture 1.4) and zoom factor 4.09. Excitations were

at 405 nm (DAPI), 488 nm (viral DNA) and 552 nm (virions). Stacks were recorded at 0.5 μm

intervals using 4 × frame averaging for DNA and virus channels, and sequential acquisition for

the individual channels. Representative images shown in figures are maximum projections of

the whole stacks (30 min time point) or the middle thirteen sections of the cells (270 min time

point), and the images were processed with Fiji applying the same changes in brightness and

contrast to all image groups in the series.

Electron microscopy

HAdV-C5 and HAdV-B3 virions (about 300 ng) were incubated with soluble murine SR-A6

(about 200 ng) in 20 μl of 20 mM Tris-HCl pH 7.4 buffer containing 150 mM NaCl, 1 mM

MgCl2 and 0.9 mM CaCl2 for 20 min at room temperature, spotted on carbon-coated glow-

discharged copper-palladium grids, and stained with 2% uranyl acetate for a few seconds

[100]. Digital micrographs were collected with a Gatan Orius SC1000 CCD camera on a Phil-

ips CM100 electron microscope operating at 100 keV with a nominal magnification of

46,000×.

Supporting information

S1 Fig. Analyses of scavenger receptor expression in MPI-2 cells. A) Analyses of surface

expression of SR-A6 in wild type MPI-2 cells and in SR-A6 knockout M3 and M2-4 cells by

flow cytometry. FITC-conjugated rat anti-mouse SR-A6 ED31 antibody was used in the assay.

Graphs show histograms of Alexa-Fluor488 channel in overlay and single panels, as well as

mean and median read-outs. B) Determination of SR-A1, SR-A6, SR-B1 and SR-B2 transcript

levels in MPI-2, M3 and M2-4 cells by qRT-PCR. The transcript levels are normalized to the

wild type MPI-2 cells by three house-keeping genes. C) Secretion of IFN α/β from HAdV--

C5-infected parental MPI-2 cells or MPI-2 cells expressing either an shRNA directed against

SR-A6 or a control C911 non-targeting shRNA. Culture media from the infected cells were

titrated on a reporter cell line expressing the Firefly luciferase gene under the IFN-inducible

Mx2 promoter.

(PDF)

S2 Fig. Virus binding to scavenger receptor knockdown MPI-2 cells. A) Binding of Alexa-

Fluor488-labeled HAdV-C5 to MPI-2 cells expressing shRNAs against the scavenger receptors

SR-A1, SR-A6, SR-B1 or SR-B2. Viruses were added to cells for 60 min at 4˚ (moi ~2655 virus

particles per cell). Quantifications of bound virus particles per cell and representative images

(maximum projections of confocal stacks) are shown. The difference between no shRNA and

shSR-A6 cells was statistically significant (P<0.0001, Kolmogorov-Smirnov test), but the dif-

ferences between no shRNA and shSR-A1, shSR-B1 or shSR-B2 cells were not significant.

Viruses are pseudo-colored green and nuclei (DAPI stain) blue. Scale bar = 10 μm. B) Binding

of Alexa-Fluor488-labeled HAdV-C5 to MPI-2 cells expressing the non-targeting C911 control

shRNA against SR-A6. Viruses were added to cells for 60 min at 4˚C (moi ~8855 particles per

cell). Quantifications of bound virus particles per cell and representative images (maximum

projections of confocal stacks) are shown for each cell line. Viruses are pseudo-colored green

and nuclei (DAPI stain) blue. Scale bar = 10 μm. C) Comparison of binding of Alexa-

Fluor488-labeled HAdV-B3 to MPI-2 and A549 cells. Viruses were added to cells for 60 min at

4˚C (MPI-2 ~43400 virus particles and A549 ~4270 virus particles per cell) and the binding

efficiencies were analyzed from fixed cells by confocal microscopy. The images shown repre-

sent maximum projections of confocal stacks. The amounts of input virus are indicated. In the
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overlay panel viruses are pseudo-colored green and nuclei (DAPI stain) blue. Scale

bar = 10 μm. D) HAdV-B3 remains mono-dispersed after incubation with soluble mouse

SR-A6. Representative negative stain EM images of HAdV-B3 incubated in the presence or

absence of soluble SR-A6. Scale bar = 500 nm.

(PDF)

S3 Fig. Effect of hexon HVR1 on binding of HAdV-C5 to MPI-2 cells. A) HAdV-C5_wild type

(WT), HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� virus preparations were analyzed

by SDS-PAGE (8% gel) and silver staining to verify virus concentrations determined by absor-

bance measurements at 260 nm. Virus amounts loaded on the gel are indicated, as well as the

position of viral proteins II (hexon), III (penton base), IV (fiber) and V. B) Representative images

showing binding of HAdV-C5_wild type (WT), HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/

HVR7� virions to MPI-2 and A549 cells. Input virus amounts in MPI-2 cells were 26×108 virions

for HAdV-C5_wild type and HAdV-C5_HVR7�, and 40×108 virions for HAdV-C5_HVR1(A31)/

HVR7�, whereas 52×108 virions of HAdV-C5_wild type and HAdV-C5_HVR7� or 40×108 viri-

ons of HAdV-C5_HVR1(A31)/HVR7� were added to A549 cells at 4˚C for 60 min. The images

show maximum projections of confocal stacks. Virions are shown in green and DAPI-stained

nuclei in blue. Scale bar = 10 μm. C) Representative images showing the effect of hexon HVR1 on

binding of HAdV-C5 and HAdV-A31 to MPI-2 and M2-4 (SR-A6 knockout) cells. Input virus

amounts for HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/HVR7� were 21×108 and 30×108

virions, respectively, and 120×108 virions for HAdV-A31. The images show maximum projections

of confocal stacks. Virions are shown in green (HAdV-C5_HVR7� and HAdV-C5_HVR1(A31)/

HVR7�) or red (HAdV-A31), and DAPI-stained nuclei in blue. The Atto565 labeling caused par-

tial clustering of HAdV-A31. Scale bar = 10 μm.

(PDF)

S4 Fig. HAdV-C5 entry into MPI-2 cells. A) Representative images showing protein VI exter-

nalization upon virus entry into MPI-2 cells. The DAPI-stained nuclei are shown in blue. Scale

bar = 10 μm. B) Representative images for tracking of incoming virus DNA in HAdV-C5-in-

fected MPI-2 cells. The image for the 30 min time point is a maximum projection of a confocal

stack through the entire cell volume. Nuclear and cell outlines are indicated. Empty capsid (red)

signals in the nuclear area represent capsid remnants below or above the nucleus, whereas the

nucleus-associated uncoated DNA (green) can signify either DNA imported into the nucleus,

DNA associated with the cytoplasmic side of the nuclear envelope or DNA above or below the

nucleus. For the 270 min time point image, confocal slices below and above the nucleus were

excluded from the maximum projection, and thus the nucleus-associated uncoated DNA is

expected to largely represent DNA imported into the nucleus. Scale bar = 5 μm.

(PDF)

S5 Fig. Comparison of HAdV-C5, HAdV-B35 and HAdV-D26 binding to MPI-2 cells.

Alexa-Fluor488-labeled viruses (moi ~1000 virus particles per cell) were added to cells at 4˚C

for 60 min, and after removal of unbound virus, cells were incubated at 37˚C for 10 min before

fixation. Cells were imaged by confocal microscopy and cell-associated virus particles were

scored from maximum projections of confocal stacks. The plot shows number of bound virus

particles per cell, one dot representing one cell. Error bars represent the means ± SEMs. Num-

ber of cells analyzed is indicated.

(PDF)

S6 Fig. Surface expression of human SR-A6 correlates with Tomato signal in transfected

HDF-TERT cells. Representative images showing surface expression of human SR-A6 in

HDF-TERT cells transfected with a plasmid that directed the synthesis of a bi-cistronic
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SR-A6-IRES-Tomato mRNA. Control cells were transfected with the empty plasmid backbone.

Forty hours post transfection intact cells were incubated with the anti-human SR-A6 PLK1 anti-

body at 0˚C, fixed, incubated with Alexa-Fluor488-conjugated secondary anti-mouse antibodies

and DAPI-stained. Images are maximum projections of confocal stacks. Transfected cells dis-

played variable levels of SR-A6 at the cell surface, and by visual inspection, the intensity of sur-

face SR-A6 signal correlated with the intensity of the Tomato signal. No PLK1 antibody signal

was detected on non-transfected Tomato-negative cells or on Tomato-positive cells in the con-

trol transfection. Scale bar = 10 μm.

(PDF)

S7 Fig. Location of HVR1 on hexon and comparison of HAdV HVR1 sequences of viruses

used in the study. A) Ad5 hexon (PDB ID code 6B1T) is depicted in blue and ribbon corre-

sponding to residues WDEAATALEINLEEEDDDNEDEVDEQAEQQKTHVFGQ, including

the HVR1 as defined by [1, 2], is highlighted in red using the molecular visualization program

UCSF Chimera. The stretch of amino acids which appears to influence SR-A6 binding is

exposed on the surface near the rim of the cup formed in the hexon trimer. B) The HVR1

hexon loops of HAdV-C2 and HAdV-C5 were assigned according to [1], and are indicated in

red and acidic residues in green. The sequence alignment was done using Clustal Omega at

EMBL-EBI [3].

(PDF)

S1 Table. Oligonucleotides used for cloning of constructs expressing shRNAs against

mouse scavenger receptors.

(PDF)

S2 Table. Oligonucleotides used for qRT-PCR.

(PDF)

S1 References.

(DOCX)
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receptor A: a new route for adenovirus 5. Mol Pharm. 2009; 6(2):366–74. https://doi.org/10.1021/

mp8000974 PMID: 19227971.

17. Khare R, Reddy VS, Nemerow GR, Barry MA. Identification of adenovirus serotype 5 hexon regions

that interact with scavenger receptors. J Virol. 2012; 86(4):2293–301. Epub 2011/12/14. https://doi.

org/10.1128/JVI.05760-11 PMID: 22156515; PubMed Central PMCID: PMC3302413.

18. Piccolo P, Vetrini F, Mithbaokar P, Grove NC, Bertin T, Palmer D, et al. SR-A and SREC-I are Kupffer

and endothelial cell receptors for helper-dependent adenoviral vectors. Mol Ther. 2013; 21(4):767–74.

Epub 2013/01/30. https://doi.org/10.1038/mt.2012.287 PMID: 23358188; PubMed Central PMCID:

PMC3616528.

19. Mercer J, Schelhaas M, Helenius A. Virus Entry by Endocytosis. Annu Rev Biochem. 2010; 79:803–

33. Epub 2010/03/04. https://doi.org/10.1146/annurev-biochem-060208-104626 PMID: 20196649.

20. Huotari J, Helenius A. Endosome maturation. Embo J. 2011; 30(17):3481–500. Epub 2011/09/01.

https://doi.org/10.1038/emboj.2011.286 PMID: 21878991.

21. Wolfrum N, Greber UF. Adenovirus signalling in entry. Cell Microbiol. 2013; 15(1):53–62. Epub 2012/

10/23. https://doi.org/10.1111/cmi.12053 PMID: 23083122.

22. Yamauchi Y, Greber UF. Principles of Virus Uncoating: Cues and the Snooker Ball. Traffic. 2016; 17

(6):569–92. https://doi.org/10.1111/tra.12387 PMID: 26875443.

23. Greber UF. Virus and Host Mechanics Support Membrane Penetration and Cell Entry. J Virol. 2016;

90(8):3802–5. https://doi.org/10.1128/JVI.02568-15 PMID: 26842477; PubMed Central PMCID:

PMCPMC4810568.

24. Suomalainen M, Greber UF. Uncoating of non-enveloped viruses. Current opinion in virology. 2013;

3:27–33. Epub 2013/01/22. https://doi.org/10.1016/j.coviro.2012.12.004 PMID: 23332135.

25. Bergelson JM, Cunningham JA, Droguett G, Kurt-Jones EA, Krithivas A, Hong JS, et al. Isolation of a

common receptor for Coxsackie B viruses and adenoviruses 2 and 5. Science. 1997; 275

(5304):1320–3. PMID: 9036860.

26. Tomko RP, Xu R, Philipson L. HCAR and MCAR: the human and mouse cellular receptors for sub-

group C adenoviruses and group B coxsackieviruses. Proc Natl Acad Sci U S A. 1997; 94(7):3352–6.

PMID: 9096397; PubMed Central PMCID: PMCPMC20373.

27. Roelvink PW, Lizonova A, Lee JGM, Li Y, Bergelson JM, Finberg RW, et al. The coxsackievirus-ade-

novirus receptor protein can function as a cellular attachment protein for adenovirus serotypes from

subgroups A, C, D, E, and F. J Virol. 1998; 72(10):7909–15. PMID: 9733828

28. Li H, Rhee EG, Masek-Hammerman K, Teigler JE, Abbink P, Barouch DH. Adenovirus Serotype 26

Utilizes CD46 as a Primary Cellular Receptor and Only Transiently Activates T Lymphocytes following

Vaccination of Rhesus Monkeys. J Virol. 2012; 86(19):10862–5. Epub 2012/07/20. https://doi.org/10.

1128/JVI.00928-12 PMID: 22811531.

29. Trinh HV, Lesage G, Chennamparampil V, Vollenweider B, Burckhardt CJ, Schauer S, et al. Avidity

binding of human adenovirus serotypes 3 and 7 to the membrane cofactor CD46 triggers infection.

Journal of Virology. 2012; 86:1623–37. Epub 2011/12/02. https://doi.org/10.1128/JVI.06181-11 PMID:

22130529.

30. Wang H, Li ZY, Liu Y, Persson J, Beyer I, Moller T, et al. Desmoglein 2 is a receptor for adenovirus

serotypes 3, 7, 11 and 14. Nature Medicine. 2011; 17(1):96–104. Epub 2010/12/15. https://doi.org/10.

1038/nm.2270 PMID: 21151137; PubMed Central PMCID: PMC3074512.

31. Burckhardt CJ, Suomalainen M, Schoenenberger P, Boucke K, Hemmi S, Greber UF. Drifting motions

of the adenovirus receptor CAR and immobile integrins initiate virus uncoating and membrane lytic

protein exposure. Cell Host Microbe. 2011; 10(2):105–17. Epub 2011/08/17. https://doi.org/10.1016/j.

chom.2011.07.006 PMID: 21843868.

32. Luisoni S, Suomalainen M, Boucke K, Tanner LB, Wenk MR, Guan XL, et al. Co-option of Membrane

Wounding Enables Virus Penetration into Cells. Cell Host Microbe. 2015; 18(1):75–85. https://doi.org/

10.1016/j.chom.2015.06.006 PMID: 26159720.

33. Cupelli K, Stehle T. Viral attachment strategies: the many faces of adenoviruses. Current opinion in

virology. 2011; 1(2):84–91. https://doi.org/10.1016/j.coviro.2011.05.024 PMID: 22440621.

Scavenger receptor SR-A6 is an adenovirus entry receptor

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006914 March 9, 2018 29 / 33

http://www.ncbi.nlm.nih.gov/pubmed/11251301
https://doi.org/10.1038/ncomms2963
http://www.ncbi.nlm.nih.gov/pubmed/23739639
https://doi.org/10.1021/mp8000974
https://doi.org/10.1021/mp8000974
http://www.ncbi.nlm.nih.gov/pubmed/19227971
https://doi.org/10.1128/JVI.05760-11
https://doi.org/10.1128/JVI.05760-11
http://www.ncbi.nlm.nih.gov/pubmed/22156515
https://doi.org/10.1038/mt.2012.287
http://www.ncbi.nlm.nih.gov/pubmed/23358188
https://doi.org/10.1146/annurev-biochem-060208-104626
http://www.ncbi.nlm.nih.gov/pubmed/20196649
https://doi.org/10.1038/emboj.2011.286
http://www.ncbi.nlm.nih.gov/pubmed/21878991
https://doi.org/10.1111/cmi.12053
http://www.ncbi.nlm.nih.gov/pubmed/23083122
https://doi.org/10.1111/tra.12387
http://www.ncbi.nlm.nih.gov/pubmed/26875443
https://doi.org/10.1128/JVI.02568-15
http://www.ncbi.nlm.nih.gov/pubmed/26842477
https://doi.org/10.1016/j.coviro.2012.12.004
http://www.ncbi.nlm.nih.gov/pubmed/23332135
http://www.ncbi.nlm.nih.gov/pubmed/9036860
http://www.ncbi.nlm.nih.gov/pubmed/9096397
http://www.ncbi.nlm.nih.gov/pubmed/9733828
https://doi.org/10.1128/JVI.00928-12
https://doi.org/10.1128/JVI.00928-12
http://www.ncbi.nlm.nih.gov/pubmed/22811531
https://doi.org/10.1128/JVI.06181-11
http://www.ncbi.nlm.nih.gov/pubmed/22130529
https://doi.org/10.1038/nm.2270
https://doi.org/10.1038/nm.2270
http://www.ncbi.nlm.nih.gov/pubmed/21151137
https://doi.org/10.1016/j.chom.2011.07.006
https://doi.org/10.1016/j.chom.2011.07.006
http://www.ncbi.nlm.nih.gov/pubmed/21843868
https://doi.org/10.1016/j.chom.2015.06.006
https://doi.org/10.1016/j.chom.2015.06.006
http://www.ncbi.nlm.nih.gov/pubmed/26159720
https://doi.org/10.1016/j.coviro.2011.05.024
http://www.ncbi.nlm.nih.gov/pubmed/22440621
https://doi.org/10.1371/journal.ppat.1006914


34. Inoue N, Ikawa M, Nakanishi T, Matsumoto M, Nomura M, Seya T, et al. Disruption of mouse CD46

causes an accelerated spontaneous acrosome reaction in sperm. Mol Cell Biol. 2003; 23(7):2614–22.

https://doi.org/10.1128/MCB.23.7.2614-2622.2003 PMID: 12640142; PubMed Central PMCID:

PMCPMC150730.

35. Liu H, Jin L, Koh SB, Atanasov I, Schein S, Wu L, et al. Atomic structure of human adenovirus by cryo-

EM reveals interactions among protein networks. Science. 2010; 329(5995):1038–43. https://doi.org/

10.1126/science.1187433 PMID: 20798312; PubMed Central PMCID: PMC3412078.

36. Reddy VS, Natchiar SK, Stewart PL, Nemerow GR. Crystal structure of human adenovirus at 3.5 A

resolution. Science. 2010; 329(5995):1071–5. Epub 2010/08/28. https://doi.org/10.1126/science.

1187292 PMID: 20798318.

37. Ghebremedhin B. Human adenovirus: Viral pathogen with increasing importance. Eur J Microbiol

Immunol (Bp). 2014; 4(1):26–33. https://doi.org/10.1556/EuJMI.4.2014.1.2 PMID: 24678403; PubMed

Central PMCID: PMC3955829.

38. Lion T. Adenovirus infections in immunocompetent and immunocompromised patients. Clinical Micro-

biology Reviews. 2014; 27:441–62. https://doi.org/10.1128/CMR.00116-13 PMID: 24982316.

39. Wold WS, Toth K. Adenovirus vectors for gene therapy, vaccination and cancer gene therapy. Curr

Gene Ther. 2013; 13(6):421–33. PMID: 24279313; PubMed Central PMCID: PMCPMC4507798.

40. Alonso-Padilla J, Papp T, Kajan GL, Benko M, Havenga M, Lemckert A, et al. Development of Novel

Adenoviral Vectors to Overcome Challenges Observed With HAdV-5-based Constructs. Mol Ther.

2016; 24(1):6–16. https://doi.org/10.1038/mt.2015.194 PMID: 26478249; PubMed Central PMCID:

PMCPMC4754553.

41. Ahi YS, Bangari DS, Mittal SK. Adenoviral vector immunity: its implications and circumvention strate-

gies. Curr Gene Ther. 2011; 11(4):307–20. PMID: 21453277; PubMed Central PMCID:

PMCPMC4009923.

42. Muruve DA. The innate immune response to adenovirus vectors. Human gene therapy. 2004; 15

(12):1157–66. Epub 2005/02/03. https://doi.org/10.1089/hum.2004.15.1157 PMID: 15684693.

43. Hendrickx R, Stichling N, Koelen J, Kuryk L, Lipiec A, Greber UF. Innate Immunity to Adenovirus.

Hum Gene Ther. 2014; 25:265–84. Epub 2014/02/12. https://doi.org/10.1089/hum.2014.001 PMID:

24512150.

44. Di Paolo NC, Miao EA, Iwakura Y, Murali-Krishna K, Aderem A, Flavell RA, et al. Virus binding to a

plasma membrane receptor triggers interleukin-1 alpha-mediated proinflammatory macrophage

response in vivo. Immunity. 2009; 31(1):110–21. Epub 2009/07/07. https://doi.org/10.1016/j.immuni.

2009.04.015 PMID: 19576795; PubMed Central PMCID: PMC2759279.

45. Lieber A, He CY, Meuse L, Schowalter D, Kirillova I, Winther B, et al. The role of Kupffer cell activation

and viral gene expression in early liver toxicity after infusion of recombinant adenovirus vectors. J

Virol. 1997; 71(11):8798–807. PMID: 9343240; PubMed Central PMCID: PMCPMC192346.

46. Zhang Y, Chirmule N, Gao GP, Qian R, Croyle M, Joshi B, et al. Acute cytokine response to systemic

adenoviral vectors in mice is mediated by dendritic cells and macrophages. Mol Ther. 2001; 3(5 Pt

1):697–707. https://doi.org/10.1006/mthe.2001.0329 PMID: 11356075.

47. Worgall S, Leopold PL, Wolff G, Ferris B, Van Roijen N, Crystal RG. Role of alveolar macrophages in

rapid elimination of adenovirus vectors administered to the epithelial surface of the respiratory tract.

Hum Gene Ther. 1997; 8(14):1675–84. https://doi.org/10.1089/hum.1997.8.14-1675 PMID: 9322870.

48. Zsengeller Z, Otake K, Hossain SA, Berclaz PY, Trapnell BC. Internalization of adenovirus by alveolar

macrophages initiates early proinflammatory signaling during acute respiratory tract infection. J Virol.

2000; 74(20):9655–67. PMID: 11000238; PubMed Central PMCID: PMCPMC112398.

49. Fejer G, Wegner MD, Gyory I, Cohen I, Engelhard P, Voronov E, et al. Nontransformed, GM-CSF-

dependent macrophage lines are a unique model to study tissue macrophage functions. Proc Natl

Acad Sci U S A. 2013. Epub 2013/05/28. https://doi.org/10.1073/pnas.1302877110 PMID: 23708119.

50. Anghelina D, Lam E, Falck-Pedersen E. Diminished Innate Antiviral Response to Adenovirus Vectors

in cGAS/STING-Deficient Mice Minimally Impacts Adaptive Immunity. J Virol. 2016; 90(13):5915–27.

https://doi.org/10.1128/JVI.00500-16 PMID: 27076643; PubMed Central PMCID: PMCPMC4907218.

51. Cerullo V, Seiler MP, Mane V, Brunetti-Pierri N, Clarke C, Bertin TK, et al. Toll-like receptor 9 triggers

an innate immune response to helper-dependent adenoviral vectors. Mol Ther. 2007; 15(2):378–85.

https://doi.org/10.1038/sj.mt.6300031 PMID: 17235317.

52. Nociari M, Ocheretina O, Schoggins JW, Falck-Pedersen E. Sensing infection by adenovirus: Toll-like

receptor-independent viral DNA recognition signals activation of the interferon regulatory factor 3 mas-

ter regulator. J Virol. 2007; 81(8):4145–57. Epub 2007/01/26. https://doi.org/10.1128/JVI.02685-06

PMID: 17251283; PubMed Central PMCID: PMC1866159.

Scavenger receptor SR-A6 is an adenovirus entry receptor

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006914 March 9, 2018 30 / 33

https://doi.org/10.1128/MCB.23.7.2614-2622.2003
http://www.ncbi.nlm.nih.gov/pubmed/12640142
https://doi.org/10.1126/science.1187433
https://doi.org/10.1126/science.1187433
http://www.ncbi.nlm.nih.gov/pubmed/20798312
https://doi.org/10.1126/science.1187292
https://doi.org/10.1126/science.1187292
http://www.ncbi.nlm.nih.gov/pubmed/20798318
https://doi.org/10.1556/EuJMI.4.2014.1.2
http://www.ncbi.nlm.nih.gov/pubmed/24678403
https://doi.org/10.1128/CMR.00116-13
http://www.ncbi.nlm.nih.gov/pubmed/24982316
http://www.ncbi.nlm.nih.gov/pubmed/24279313
https://doi.org/10.1038/mt.2015.194
http://www.ncbi.nlm.nih.gov/pubmed/26478249
http://www.ncbi.nlm.nih.gov/pubmed/21453277
https://doi.org/10.1089/hum.2004.15.1157
http://www.ncbi.nlm.nih.gov/pubmed/15684693
https://doi.org/10.1089/hum.2014.001
http://www.ncbi.nlm.nih.gov/pubmed/24512150
https://doi.org/10.1016/j.immuni.2009.04.015
https://doi.org/10.1016/j.immuni.2009.04.015
http://www.ncbi.nlm.nih.gov/pubmed/19576795
http://www.ncbi.nlm.nih.gov/pubmed/9343240
https://doi.org/10.1006/mthe.2001.0329
http://www.ncbi.nlm.nih.gov/pubmed/11356075
https://doi.org/10.1089/hum.1997.8.14-1675
http://www.ncbi.nlm.nih.gov/pubmed/9322870
http://www.ncbi.nlm.nih.gov/pubmed/11000238
https://doi.org/10.1073/pnas.1302877110
http://www.ncbi.nlm.nih.gov/pubmed/23708119
https://doi.org/10.1128/JVI.00500-16
http://www.ncbi.nlm.nih.gov/pubmed/27076643
https://doi.org/10.1038/sj.mt.6300031
http://www.ncbi.nlm.nih.gov/pubmed/17235317
https://doi.org/10.1128/JVI.02685-06
http://www.ncbi.nlm.nih.gov/pubmed/17251283
https://doi.org/10.1371/journal.ppat.1006914


53. Maler MD, Nielsen PJ, Stichling N, Cohen I, Ruzsics Z, Wood C, et al. Key Role of the Scavenger

Receptor MARCO in Mediating Adenovirus Infection and Subsequent Innate Responses of Macro-

phages. mBio. 2017; 8(4). Epub 2017/08/03. https://doi.org/10.1128/mBio.00670-17 PMID:

28765216; PubMed Central PMCID: PMCPMC5539421.

54. Gomez Perdiguero E, Klapproth K, Schulz C, Busch K, Azzoni E, Crozet L, et al. Tissue-resident mac-

rophages originate from yolk-sac-derived erythro-myeloid progenitors. Nature. 2015; 518(7540):547–

51. https://doi.org/10.1038/nature13989 PMID: 25470051.

55. Lutschg V, Boucke K, Hemmi S, Greber UF. Chemotactic antiviral cytokines promote infectious apical

entry of human adenovirus into polarized epithelial cells. Nat Commun. 2011; 2:391. Epub 2011/07/

14. https://doi.org/10.1038/ncomms1391 PMID: 21750545.

56. Buehler E, Chen YC, Martin S. C911: A bench-level control for sequence specific siRNA off-target

effects. PLoS ONE. 2012; 7(12):e51942. Epub 2012/12/20. https://doi.org/10.1371/journal.pone.

0051942 PMID: 23251657; PubMed Central PMCID: PMC3522603.

57. Sankala M, Brannstrom A, Schulthess T, Bergmann U, Morgunova E, Engel J, et al. Characterization

of recombinant soluble macrophage scavenger receptor MARCO. J Biol Chem. 2002; 277

(36):33378–85. Epub 2002/07/05. https://doi.org/10.1074/jbc.M204494200 PMID: 12097327.

58. Kraal G, van der Laan LJ, Elomaa O, Tryggvason K. The macrophage receptor MARCO. Microbes

Infect. 2000; 2(3):313–6. PMID: 10758408.

59. Moyer CL, Wiethoff CM, Maier O, Smith JG, Nemerow GR. Functional genetic and biophysical analy-

ses of membrane disruption by human adenovirus. J Virol. 2011; 85(6):2631–41. https://doi.org/10.

1128/JVI.02321-10 PMID: 21209115; PubMed Central PMCID: PMCPMC3067937.

60. Wiethoff CM, Wodrich H, Gerace L, Nemerow GR. Adenovirus protein VI mediates membrane disrup-

tion following capsid disassembly. J Virol. 2005; 79(4):1992–2000. Epub 2005/02/01. doi: 79/4/1992

[pii] https://doi.org/10.1128/JVI.79.4.1992-2000.2005 PMID: 15681401; PubMed Central PMCID:

PMC546575.

61. Suomalainen M, Luisoni S, Boucke K, Bianchi S, Engel DA, Greber UF. A direct and versatile assay

measuring membrane penetration of adenovirus in single cells. J Virol. 2013; 87(22):12367–79. Epub

2013/09/13. https://doi.org/10.1128/JVI.01833-13 PMID: 24027314.

62. Strunze S, Engelke MF, Wang IH, Puntener D, Boucke K, Schleich S, et al. Kinesin-1-mediated capsid

disassembly and disruption of the nuclear pore complex promote virus infection. Cell Host Microbe.

2011; 10(3):210–23. https://doi.org/10.1016/j.chom.2011.08.010 PMID: 21925109.

63. Wang IH, Suomalainen M, Andriasyan V, Kilcher S, Mercer J, Neef A, et al. Tracking viral genomes in

host cells at single-molecule resolution. Cell Host Microbe. 2013; 14(4):468–80. Epub 2013/10/22.

https://doi.org/10.1016/j.chom.2013.09.004 PMID: 24139403.

64. Pikkarainen T, Brannstrom A, Tryggvason K. Expression of macrophage MARCO receptor induces

formation of dendritic plasma membrane processes. J Biol Chem. 1999; 274(16):10975–82. PMID:

10196178.

65. Chen RF, Lee CY. Adenoviruses types, cell receptors and local innate cytokines in adenovirus infec-

tion. Int Rev Immunol. 2014; 33(1):45–53. https://doi.org/10.3109/08830185.2013.823420 PMID:

24127823.

66. Lindert S, Silvestry M, Mullen TM, Nemerow GR, Stewart PL. Cryo-electron microscopy structure of

an adenovirus-integrin complex indicates conformational changes in both penton base and integrin. J

Virol. 2009; 83(22):11491–501. Epub 2009/09/04. doi: JVI.01214-09 [pii] https://doi.org/10.1128/JVI.

01214-09 PMID: 19726496; PubMed Central PMCID: PMC2772687.

67. Wickham TJ, Mathias P, Cheresh DA, Nemerow GR. Integrins alpha v beta 3 and alpha v beta 5 pro-

mote adenovirus internalization but not virus attachment. Cell. 1993; 73(2):309–19. Epub 1993/04/23.

doi: 0092-8674(93)90231-E [pii]. PMID: 8477447.

68. Wiethoff CM, Nemerow GR. Adenovirus membrane penetration: Tickling the tail of a sleeping dragon.

Virology. 2015;479–480C:591–9. https://doi.org/10.1016/j.virol.2015.03.006 PMID: 25798531;

PubMed Central PMCID: PMCPMC4424092.

69. Ebbinghaus C, Al-Jaibaji A, Operschall E, Schoffel A, Peter I, Greber UF, et al. Functional and selec-

tive targeting of adenovirus to high-affinity Fcgamma receptor I-positive cells by using a bispecific

hybrid adapter. J Virol. 2001; 75(1):480–9. Epub 2000/12/19. https://doi.org/10.1128/JVI.75.1.480-

489.2001 PMID: 11119616; PubMed Central PMCID: PMC113940.

70. Milligan ID, Gibani MM, Sewell R, Clutterbuck EA, Campbell D, Plested E, et al. Safety and Immuno-

genicity of Novel Adenovirus Type 26- and Modified Vaccinia Ankara-Vectored Ebola Vaccines: A

Randomized Clinical Trial. JAMA. 2016; 315(15):1610–23. https://doi.org/10.1001/jama.2016.4218

PMID: 27092831.

71. Richter M, Saydaminova K, Yumul R, Krishnan R, Liu J, Nagy EE, et al. In vivo transduction of primi-

tive mobilized hematopoietic stem cells after intravenous injection of integrating adenovirus vectors.

Scavenger receptor SR-A6 is an adenovirus entry receptor

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006914 March 9, 2018 31 / 33

https://doi.org/10.1128/mBio.00670-17
http://www.ncbi.nlm.nih.gov/pubmed/28765216
https://doi.org/10.1038/nature13989
http://www.ncbi.nlm.nih.gov/pubmed/25470051
https://doi.org/10.1038/ncomms1391
http://www.ncbi.nlm.nih.gov/pubmed/21750545
https://doi.org/10.1371/journal.pone.0051942
https://doi.org/10.1371/journal.pone.0051942
http://www.ncbi.nlm.nih.gov/pubmed/23251657
https://doi.org/10.1074/jbc.M204494200
http://www.ncbi.nlm.nih.gov/pubmed/12097327
http://www.ncbi.nlm.nih.gov/pubmed/10758408
https://doi.org/10.1128/JVI.02321-10
https://doi.org/10.1128/JVI.02321-10
http://www.ncbi.nlm.nih.gov/pubmed/21209115
https://doi.org/10.1128/JVI.79.4.1992-2000.2005
http://www.ncbi.nlm.nih.gov/pubmed/15681401
https://doi.org/10.1128/JVI.01833-13
http://www.ncbi.nlm.nih.gov/pubmed/24027314
https://doi.org/10.1016/j.chom.2011.08.010
http://www.ncbi.nlm.nih.gov/pubmed/21925109
https://doi.org/10.1016/j.chom.2013.09.004
http://www.ncbi.nlm.nih.gov/pubmed/24139403
http://www.ncbi.nlm.nih.gov/pubmed/10196178
https://doi.org/10.3109/08830185.2013.823420
http://www.ncbi.nlm.nih.gov/pubmed/24127823
https://doi.org/10.1128/JVI.01214-09
https://doi.org/10.1128/JVI.01214-09
http://www.ncbi.nlm.nih.gov/pubmed/19726496
http://www.ncbi.nlm.nih.gov/pubmed/8477447
https://doi.org/10.1016/j.virol.2015.03.006
http://www.ncbi.nlm.nih.gov/pubmed/25798531
https://doi.org/10.1128/JVI.75.1.480-489.2001
https://doi.org/10.1128/JVI.75.1.480-489.2001
http://www.ncbi.nlm.nih.gov/pubmed/11119616
https://doi.org/10.1001/jama.2016.4218
http://www.ncbi.nlm.nih.gov/pubmed/27092831
https://doi.org/10.1371/journal.ppat.1006914


Blood. 2016; 128(18):2206–17. https://doi.org/10.1182/blood-2016-04-711580 PMID: 27554082;

PubMed Central PMCID: PMCPMC5095755.

72. Li JX, Hou LH, Meng FY, Wu SP, Hu YM, Liang Q, et al. Immunity duration of a recombinant adenovi-

rus type-5 vector-based Ebola vaccine and a homologous prime-boost immunisation in healthy adults

in China: final report of a randomised, double-blind, placebo-controlled, phase 1 trial. Lancet Glob

Health. 2017; 5(3):e324–e34. https://doi.org/10.1016/S2214-109X(16)30367-9 PMID: 28017642.

73. Arredouani MS, Palecanda A, Koziel H, Huang YC, Imrich A, Sulahian TH, et al. MARCO is the major

binding receptor for unopsonized particles and bacteria on human alveolar macrophages. J Immunol.

2005; 175(9):6058–64. Epub 2005/10/21. PMID: 16237101.

74. Ghosh S, Gregory D, Smith A, Kobzik L. MARCO regulates early inflammatory responses against

influenza: a useful macrophage function with adverse outcome. Am J Respir Cell Mol Biol. 2011; 45

(5):1036–44. https://doi.org/10.1165/rcmb.2010-0349OC PMID: 21562316; PubMed Central PMCID:

PMCPMC3262690.

75. Bowdish DM, Sakamoto K, Kim MJ, Kroos M, Mukhopadhyay S, Leifer CA, et al. MARCO, TLR2, and

CD14 are required for macrophage cytokine responses to mycobacterial trehalose dimycolate and

Mycobacterium tuberculosis. PLoS Pathog. 2009; 5(6):e1000474. Epub 2009/06/13. https://doi.org/

10.1371/journal.ppat.1000474 PMID: 19521507; PubMed Central PMCID: PMC2688075.

76. Kissick HT, Dunn LK, Ghosh S, Nechama M, Kobzik L, Arredouani MS. The scavenger receptor

MARCO modulates TLR-induced responses in dendritic cells. PLoS One. 2014; 9(8):e104148. https://

doi.org/10.1371/journal.pone.0104148 PMID: 25089703; PubMed Central PMCID:

PMCPMC4121322.

77. Mukhopadhyay S, Varin A, Chen Y, Liu B, Tryggvason K, Gordon S. SR-A/MARCO-mediated ligand

delivery enhances intracellular TLR and NLR function, but ligand scavenging from cell surface limits

TLR4 response to pathogens. Blood. 2011; 117(4):1319–28. https://doi.org/10.1182/blood-2010-03-

276733 PMID: 21098741.

78. MacLeod DT, Nakatsuji T, Wang Z, di Nardo A, Gallo RL. Vaccinia virus binds to the scavenger recep-

tor MARCO on the surface of keratinocytes. J Invest Dermatol. 2015; 135(1):142–50. https://doi.org/

10.1038/jid.2014.330 PMID: 25089661; PubMed Central PMCID: PMCPMC4268046.

79. Bowdish DM, Sakamoto K, Lack NA, Hill PC, Sirugo G, Newport MJ, et al. Genetic variants of

MARCO are associated with susceptibility to pulmonary tuberculosis in a Gambian population. BMC

Med Genet. 2013; 14:47. https://doi.org/10.1186/1471-2350-14-47 PMID: 23617307; PubMed Central

PMCID: PMCPMC3652798.

80. Ma MJ, Wang HB, Li H, Yang JH, Yan Y, Xie LP, et al. Genetic variants in MARCO are associated with

the susceptibility to pulmonary tuberculosis in Chinese Han population. PLoS One. 2011; 6(8):

e24069. https://doi.org/10.1371/journal.pone.0024069 PMID: 21886847; PubMed Central PMCID:

PMCPMC3160327.

81. Quach H, Rotival M, Pothlichet J, Loh YE, Dannemann M, Zidane N, et al. Genetic Adaptation and

Neandertal Admixture Shaped the Immune System of Human Populations. Cell. 2016; 167(3):643–56

e17. https://doi.org/10.1016/j.cell.2016.09.024 PMID: 27768888.

82. Coughlan L, Bradshaw AC, Parker AL, Robinson H, White K, Custers J, et al. Ad5:Ad48 hexon hyper-

variable region substitutions lead to toxicity and increased inflammatory responses following intrave-

nous delivery. Mol Ther. 2012; 20(12):2268–81. https://doi.org/10.1038/mt.2012.162 PMID:

22929662; PubMed Central PMCID: PMCPMC3514487.

83. Di Paolo NC, Baldwin LK, Irons EE, Papayannopoulou T, Tomlinson S, Shayakhmetov DM. IL-1alpha

and complement cooperate in triggering local neutrophilic inflammation in response to adenovirus and

eliminating virus-containing cells. PLoS Pathog. 2014; 10(3):e1004035. https://doi.org/10.1371/

journal.ppat.1004035 PMID: 24651866; PubMed Central PMCID: PMCPMC3961377.

84. Yu J, Boyapati A, Rundell K. Critical role for SV40 small-t antigen in human cell transformation. Virol-

ogy. 2001; 290(2):192–8. https://doi.org/10.1006/viro.2001.1204 PMID: 11883184.

85. May T, Hauser H, Wirth D. Transcriptional control of SV40 T-antigen expression allows a complete

reversion of immortalization. Nucleic Acids Res. 2004; 32(18):5529–38. Epub 2004/10/16. https://doi.

org/10.1093/nar/gkh887 PMID: 15486202; PubMed Central PMCID: PMCPMC524297.

86. Kuehn A, Kletting S, de Souza Carvalho-Wodarz C, Repnik U, Griffiths G, Fischer U, et al. Human

alveolar epithelial cells expressing tight junctions to model the air-blood barrier. ALTEX. 2016; 33

(3):251–60. Epub 2016/03/18. https://doi.org/10.14573/altex.1511131 PMID: 26985677.

87. Greber UF, Nakano MY, Suomalainen M. Adenovirus entry into cells: A quantitative fluorescence

microscopy approach. In: Wold WSM, editor. Adenovirus methods and protocols, in Meth Mol Med Vol

21. Totowa, NJ USA: Humana Press, Inc; 1998. p. 217–30.

Scavenger receptor SR-A6 is an adenovirus entry receptor

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006914 March 9, 2018 32 / 33

https://doi.org/10.1182/blood-2016-04-711580
http://www.ncbi.nlm.nih.gov/pubmed/27554082
https://doi.org/10.1016/S2214-109X(16)30367-9
http://www.ncbi.nlm.nih.gov/pubmed/28017642
http://www.ncbi.nlm.nih.gov/pubmed/16237101
https://doi.org/10.1165/rcmb.2010-0349OC
http://www.ncbi.nlm.nih.gov/pubmed/21562316
https://doi.org/10.1371/journal.ppat.1000474
https://doi.org/10.1371/journal.ppat.1000474
http://www.ncbi.nlm.nih.gov/pubmed/19521507
https://doi.org/10.1371/journal.pone.0104148
https://doi.org/10.1371/journal.pone.0104148
http://www.ncbi.nlm.nih.gov/pubmed/25089703
https://doi.org/10.1182/blood-2010-03-276733
https://doi.org/10.1182/blood-2010-03-276733
http://www.ncbi.nlm.nih.gov/pubmed/21098741
https://doi.org/10.1038/jid.2014.330
https://doi.org/10.1038/jid.2014.330
http://www.ncbi.nlm.nih.gov/pubmed/25089661
https://doi.org/10.1186/1471-2350-14-47
http://www.ncbi.nlm.nih.gov/pubmed/23617307
https://doi.org/10.1371/journal.pone.0024069
http://www.ncbi.nlm.nih.gov/pubmed/21886847
https://doi.org/10.1016/j.cell.2016.09.024
http://www.ncbi.nlm.nih.gov/pubmed/27768888
https://doi.org/10.1038/mt.2012.162
http://www.ncbi.nlm.nih.gov/pubmed/22929662
https://doi.org/10.1371/journal.ppat.1004035
https://doi.org/10.1371/journal.ppat.1004035
http://www.ncbi.nlm.nih.gov/pubmed/24651866
https://doi.org/10.1006/viro.2001.1204
http://www.ncbi.nlm.nih.gov/pubmed/11883184
https://doi.org/10.1093/nar/gkh887
https://doi.org/10.1093/nar/gkh887
http://www.ncbi.nlm.nih.gov/pubmed/15486202
https://doi.org/10.14573/altex.1511131
http://www.ncbi.nlm.nih.gov/pubmed/26985677
https://doi.org/10.1371/journal.ppat.1006914


88. Greber UF, Webster P, Weber J, Helenius A. The role of the adenovirus protease on virus entry into

cells. EMBO J. 1996; 15(8):1766–77. Epub 1996/04/15. PMID: 8617221; PubMed Central PMCID:

PMC450092.

89. Greber UF, Willetts M, Webster P, Helenius A. Stepwise dismantling of adenovirus 2 during entry into

cells. Cell. 1993; 75(3):477–86. Epub 1993/11/05. doi: 0092-8674(93)90382-Z [pii]. PMID: 8221887.

90. Fleischli C, Sirena D, Lesage G, Havenga MJ, Cattaneo R, Greber UF, et al. Species B adenovirus

serotypes 3, 7, 11 and 35 share similar binding sites on the membrane cofactor protein CD46 receptor.

J Gen Virol. 2007; 88(Pt 11):2925–34. https://doi.org/10.1099/vir.0.83142-0 PMID: 17947513.

91. Nagel H, Maag S, Tassis A, Nestle FO, Greber UF, Hemmi S. The alphavbeta5 integrin of hematopoi-

etic and nonhematopoietic cells is a transduction receptor of RGD-4C fiber-modified adenoviruses.

Gene Ther. 2003; 10(19):1643–53. Epub 2003/08/19. https://doi.org/10.1038/sj.gt.3302058 PMID:

12923563.

92. Seibel NM, Eljouni J, Nalaskowski MM, Hampe W. Nuclear localization of enhanced green fluorescent

protein homomultimers. Anal Biochem. 2007; 368(1):95–9. Epub 2007/06/26. https://doi.org/10.1016/

j.ab.2007.05.025 PMID: 17586454.

93. He TC, Zhou S, da Costa LT, Yu J, Kinzler KW, Vogelstein B. A simplified system for generating

recombinant adenoviruses. Proc Natl Acad Sci U S A. 1998; 95(5):2509–14. Epub 1998/04/16. PMID:

9482916; PubMed Central PMCID: PMCPMC19394.

94. Schmid M, Ernst P, Honegger A, Suomalainen M, Zimmermann M, Braun L, et al. Adenoviral vector

with shield and adapter increases tumor specificity and escapes liver and immune control. Nat Com-

mun. 2018; 9(1):450. Epub 2018/02/02. https://doi.org/10.1038/s41467-017-02707-6 PMID:

29386504.

95. Sweeney JA, Hennessey JP Jr. Evaluation of accuracy and precision of adenovirus absorptivity at 260

nm under conditions of complete DNA disruption. Virology. 2002; 295(2):284–8. Epub 2002/05/30.

https://doi.org/10.1006/viro.2002.1406 PMID: 12033787.

96. Campeau E, Ruhl VE, Rodier F, Smith CL, Rahmberg BL, Fuss JO, et al. A versatile viral system for

expression and depletion of proteins in mammalian cells. PLoS ONE. 2009; 4(8):e6529. Epub 2009/

08/07. https://doi.org/10.1371/journal.pone.0006529 PMID: 19657394; PubMed Central PMCID:

PMC2717805.

97. Varghese R, Mikyas Y, Stewart PL, Ralston R. Postentry neutralization of adenovirus type 5 by an

antihexon antibody. J Virol. 2004; 78(22):12320–32. Epub 2004/10/28. doi: 78/22/12320 [pii] https://

doi.org/10.1128/JVI.78.22.12320-12332.2004 PMID: 15507619; PubMed Central PMCID:

PMC525062.

98. Schindelin J, Arganda-Carreras I, Frise E, Kaynig V, Longair M, Pietzsch T, et al. Fiji: an open-source

platform for biological-image analysis. Nature Meth. 2012; 9:676–82. https://doi.org/10.1038/nmeth.

2019 PMID: 22743772.

99. Kangas M, Brannstrom A, Elomaa O, Matsuda Y, Eddy R, Shows TB, et al. Structure and chromo-

somal localization of the human and murine genes for the macrophage MARCO receptor. Genomics.

1999; 58(1):82–9. https://doi.org/10.1006/geno.1999.5811 PMID: 10331948.

100. Meier O, Gastaldelli M, Boucke K, Hemmi S, Greber UF. Early steps of clathrin-mediated endocytosis

involved in phagosomal escape of Fcgamma receptor-targeted adenovirus. J Virol. 2005; 79(4):2604–

13. Epub 2005/02/01. doi: 79/4/2604 [pii] https://doi.org/10.1128/JVI.79.4.2604-2613.2005 PMID:

15681460; PubMed Central PMCID: PMC546601.

Scavenger receptor SR-A6 is an adenovirus entry receptor

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006914 March 9, 2018 33 / 33

http://www.ncbi.nlm.nih.gov/pubmed/8617221
http://www.ncbi.nlm.nih.gov/pubmed/8221887
https://doi.org/10.1099/vir.0.83142-0
http://www.ncbi.nlm.nih.gov/pubmed/17947513
https://doi.org/10.1038/sj.gt.3302058
http://www.ncbi.nlm.nih.gov/pubmed/12923563
https://doi.org/10.1016/j.ab.2007.05.025
https://doi.org/10.1016/j.ab.2007.05.025
http://www.ncbi.nlm.nih.gov/pubmed/17586454
http://www.ncbi.nlm.nih.gov/pubmed/9482916
https://doi.org/10.1038/s41467-017-02707-6
http://www.ncbi.nlm.nih.gov/pubmed/29386504
https://doi.org/10.1006/viro.2002.1406
http://www.ncbi.nlm.nih.gov/pubmed/12033787
https://doi.org/10.1371/journal.pone.0006529
http://www.ncbi.nlm.nih.gov/pubmed/19657394
https://doi.org/10.1128/JVI.78.22.12320-12332.2004
https://doi.org/10.1128/JVI.78.22.12320-12332.2004
http://www.ncbi.nlm.nih.gov/pubmed/15507619
https://doi.org/10.1038/nmeth.2019
https://doi.org/10.1038/nmeth.2019
http://www.ncbi.nlm.nih.gov/pubmed/22743772
https://doi.org/10.1006/geno.1999.5811
http://www.ncbi.nlm.nih.gov/pubmed/10331948
https://doi.org/10.1128/JVI.79.4.2604-2613.2005
http://www.ncbi.nlm.nih.gov/pubmed/15681460
https://doi.org/10.1371/journal.ppat.1006914


S1 Fig

A

B

 

w
t  

M
PI-2

 M
3

-/-

SR
-A

6  M
2-

4

-/-

SR
-A

6 w
t M

PI-2  M
3

-/-

SR
-A

6  M
2-

4

-/-

SR
-A

6 w
t M

PI-2  M
3

-/-

SR
-A

6  M
2-

4

-/-

SR
-A

6 w
t M

PI-2  M
3

-/-

SR
-A

6  M
2-

4

-/-

SR
-A

6

0

1

2

3
SR-A1 SR-A6 SR-B2SR-B1

qRT-PCR of SR-A6+/+ and -/- MPI cells

SR-A6   /     MPI-2+ +

SR-A6     /     M3
_ _

SR-A6     /     M2-4
_ _

Ancestry subset

11306             7834

 626             2152

3451             2361

F
o

ld
 c

h
a

n
g

e

SR-A6   /     MPI-2              SR-A6     /     M3                  SR-A6    /     M2-4+ +
_ _ _

_

SR-A6-FACS of SR-A6+/+ and -/- MPI cellsanti-

SR-A6   /     MPI-2           

Sample Count

MPI-2

SR-A6 -/- M3

SR-A6 -/- M2-4

46919

57922

42277

800

no shRNA shSR-A6 shSR-A6_C911

- - -HAdV-C5

IF
N

 a
/b

 (
U

/m
l)

Secretion of IFN a/b from control

shRNA-transfected cells
C

live, single

cells mean

live, single

cells median

400

0



A

B

no shRNA

  

HAdV-C5 binding to shSR-treated MPI-2 cells

Virion binding to shSR-A6_C911 MPI-2 cells

no shRNA shSR-A6 shSR-A6_C911

shSR-A6

shSR-A6_C911

20 40 60

no shRNA

shSR-A1

shSR-A6

shSR-B1

shSR-B2

virus particles per cell

no shRNA                        shSR-A1                           shSR-A6                          shSR-B1                         shSR-B2

10               30               50
virus particles per cell

virions DAPI

virions DAPI

virions 2000 ng_MPI-2   

virions 175 ng_A549

virions DAPI

C HAdV-B3 binding to MPI-2 and A549 cells

no SR-A6

HAdV-B3 incubated with soluble SR-A6D

 

+ sol SR-A6

S2 Fig



S3 Fig 

 



VI

VI

VI

virus   VI

virus   VI

virus   VI

DNA Hexon

0 min

10 min

20 min

30 min

270 min

A

B
DNA

Hexon

Protein VI exposure

Incoming HAdV-C5 DNA detected by Click-reaction

S4 Fig

10 mm

5 mm



0

100

V
ir
io

n
s
 b

o
u

n
d

 p
e

r 
c
e

ll

HAdV              C5              B35             D26

Cells (n)          72               110               98

Input: 1000 particles / cell

Binding of HAdV-C5, HAdV-B35 and

HAdV-D26 to MPI-2 cells

S5 Fig



SR-A6                                                         Tomato                                                      SR-A6  Tomato

Surface expression of human SR-A6 in transfected HDF-TERT cellsS6 Fig

SR-A6

vector



S7 Fig 

 



 1 

S2 Table: Oligonucleotides used for qRT-PCR 

 

 

 



 

Supporting references 

1. Rux JJ, Kuser PR, Burnett RM. Structural and phylogenetic analysis of 

adenovirus hexons by use of high-resolution x-ray crystallographic, molecular 

modeling, and sequence-based methods. J Virol. 2003;77(17):9553-66. 

PubMed PMID: 12915569. 

2. Dai X, Wu L, Sun R, Zhou ZH. Atomic Structures of Minor Proteins VI 

and VII in the Human Adenovirus. J Virol. 2017;91(24):e00850-17. Epub 

2017/10/06. doi: 10.1128/JVI.00850-17. PubMed PMID: 28978703. 

3. Sievers F, Wilm A, Dineen D, Gibson TJ, Karplus K, Li W, et al. Fast, 

scalable generation of high-quality protein multiple sequence alignments 

using Clustal Omega. Mol Syst Biol. 2011;7:539. Epub 2011/10/13. doi: 

10.1038/msb.2011.75. PubMed PMID: 21988835; PubMed Central PMCID: 

PMCPMC3261699. 

 


	Table_S2.pdf
	S2 Table: Oligonucleotides used for qRT-PCR




